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Figure S1. Fold change values of several members of the heat-shock regulon induced by subMIC TOB in the different QS
background contexts.
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Figure S2. subMIC TOB (50% MIC) fails to affect luminescence of a P. luminescens AluxS strain.
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Figure S3. SOS induction in both hapR- and hapR+ context of V. cholerae by sub inhibitory concen-
trations of tobramycin (TOB) or mitomycin C (MMC).
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Table S1. Primers used in this study.

Name Sequence

ZB47 CCCGTTCCATACAGAAGCTGGGCGAACAAACGATGCTCGC

ZB48 GACATTATTTGCCGACTACCTTGGTGATCTCGCCTTTCACG

ZIP413 AAACGTGATGAAATTCATCAGTTGCG

ZIP414 GCGAGCATCGTTTGTTCGCCCAGCTTCTGTATGGAACGGGCACCGACGCCGTGTCTTCTACC

ZIP415 CGTGAAAGGCGAGATCACCAAGGTAGTCGGCAAATAATGTCGCGATGAGAGAATGGATCAACC

ZIP4A16 GAATATGGACCTGCAGGACGAATGAGC

ZIPg1 GCCAACGATGGTAGTGAAGTGCTCAAGC

ZIPg2 GCGAGCATCGTTTGTTCGCCCAGCTTCTGTATGGAACGGGATGCATAAATAACAAAAACTGCTAAACG

ZIP33 CGTGAAAGGCGAGATCACCAAGGTAGTCGGCAAATAATGTCCGCAATATATCCTAGTTATAAAAAATTTAACG
Z1Pg4 TGACAGGGGCTTTAGCGGGCATTGLC

ZIP87 AAGTGGTACTGGAAGGTCGCAAGC

ZIP88 GCGAGCATCGTTTGTTCGCCCAGCTTCTGTATGGAACGGGTTCCTTTCTCCCTTTCTGGCTCGC

ZIPg9 CGTGAAAGGCGAGATCACCAAGGTAGTCGGCAAATAATGTCGTCGGTTCTGTAAACGTTAAAAATACAAAAGC
ZIP90 GGTACACCGCTTAACGTTCAGCTGC

ZIP191 CGTGACTGGAGATAAAACGCAGATCTGG

ZIP192 GCGAGCATCGTTTGTTCGCCCAGCTTCTGTATGGAACGGGAACAAGATTCAGCAGCACGTATTGC

ZIP193 CGTGAAAGGCGAGATCACCAAGGTAGTCGGCAAATAATGTCCTATCAGAAACAGCGGAGATATTAGC
ZIP194 TCACCAAACAGCGCCGATTCAACGG




