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O.niloticus, Inha CHRAEIDISFEELGWDNWIVHPKVLTFYYCHGNCE-~~-==-~~ GGDRITAMLGITQ-============x|
A.ruthenus, Inha CHRMELNISFEELGWDNWIVHPRAFTFHYCHGNCE-~=====~~ NTERMTTFLGIKQ----========== o

P.spathula, Inha CHRMALNISLEELGWDNWIVHPRAFTFHYCHGNCE-~---~---~ SREHMTTYLGIKQ-~======m=m=====| o

A.anguilla, Inha CHREELNISFQELGWENWIVHPKVFTFHYCHGNCE--------- SQDRITTLMGIRQ-~=======m==m=m=| -

O.latipes, Inha CPRGGVEISFEELGWDNWIVHPKTVTEYYCHGNCE-~~~~-~~~~AADRTTAMLGMSQ === =====m====== o
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S.formosus, Inha CRRTELNISFEDLGWDNWIVHPKVLTFSYCHGNCI - = - ==~~~ -SRDRVTTVLGLRQ === =========~—] o

M.cyprinoides,Bdnf  SRRGELSVCDSI---SQWVTAVDKKTAIDMSGQTVTVLEKVPVPNGQLKQYFYETK-=============mm 2
A.anguilla,Bdnf SRRGELSVCDSI---SQWVTAVDKKTAIDMSGQTVTVLEKVPVPNGOLKQYFYETK--———=——====—=——

O.mykiss,Bdnf SRRGELSVCDSI ---SQWVTAVDKKTAIDMSGQTVTVLEKVPVPNGQLKQYFYETK- -~ === —========= Q
P.kingsleyae,Bdnf ARRGELSVCDSI---SQWVTAVDKKTAIDMSGQTVTVLEKVPVPNGQLKQYFYETK- -~ ~============ ey
O.latipes,Bdnf SRRGELSVCDSI---SQWVTAVDKKTAIDMSGQTVTVMEKVPVPNGQLKQYFYETK- -~ === ==========

O.niloticus,Bdnf SRRGELSVCDSI - --SQWVTAVDKKTA IDMS GQQVTVMEKVPVPNGQLKQYFYETK- = === =========~ CNPMGYTKEGCRGIDKRHYNSQCRTTQS YVRALTMDSKKKIGWRF IR~ ~ IDTSCVCT
H.sapiens, BDNF ARRGELSVCDSI---SEWVTAADKKTAVDMSGGTVTVLEKVPVSKGQLKQYFYETK-—~ === =========x CNPMGYTKEGCRGIDKRHWNSQCRTTQSYVRALTMDSKKRIGWRFIR-~-IDTSCVCT =
M.musculus, BDNF ARRGELSVCDSI ---SEWVTAADKKTAVDMS GGTVTVLEKVPVSKGQLKQYFYETK-—~~===========~ CNPMGYTKEGCRGIDKRHWNSQCRTTQSYVRALTMDSKKRIGWRFIR-~IDTSCVCT E
L.chalumnae, BDNF ARRGELSVCDSI ---SEWVTAADKKTAVDMSGQTVTVLEKVPVPNGQLKQYFYETK-~=============~ CNPMGY TKEGCRGIDKRHWNSQCRTTQSYVRALTMDSRKKVGWRFIR--IDTSCVCT @y
G.gallus, BDNF ARRGELSVCDST-~~SEWVTAAEKKTAVDMSGATVTVLEKVPVPKGQLKQYFYETK= == === === === === CNPKGYTKEGCRGIDKRHWNSQCRTTQSYVRALTMDNKKRVGWREIR--IDTSCVCT  jie
X.tropicalis, BDNF ARRGELSVCDSI---SEWVTAANKKTAVDMSGQTVTVLEKVPVSKGQLKQYFYETK= == === ========== CNPMGYMKEGCRGIDKRYWNSQCRTTQS YVRAFTMDSKKKVGWREIR--IDTSCVCT o

Figure S2: Alignment of 50 TGF-f3 domain and 11 NGF domain amino acid sequences used in the phylogeny analysis (in Figure 3). Multiple alignment of TGF-f3
domain (transforming growth factor-beta family) of Amh, Gdf5, Gsdf, Inha and Tgfb1; and NGF domain (nerve growth factor) sequences of Bdnf. Conserved

amino acids of the cysteine knot of TGF-f§ domain are boxed.



