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Constitutive cell proliferation regulating inhibitor of protein phosphatase 2A (CIP2A) mediates drug resistance to erlotinib in an EGFR activating mutated NSCLC cell line
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Figure S1: Down modulation of CIP2A by erlotinib is abrogated in HCC4006rErlo0.5 cells.
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Figure S2: Bortezomib down modulates CIP2A in HCC4006 and HCC4006rErlo0.5 cells and restores regulation of Akt signaling.
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Figure S3: Correlation of CIP2A expression levels and the gefitinib and erlotinib AUCs (areas under the curve) in the cell lines of the Genomics of Drug Sensitivity in Cancer database.
Cell line drug sensitivity data (area under the curve, AUC) and RMA-normalised gene expression values were obtained from the Genomics of Drug Sensitivity in Cancer database (GDSC, 2016 release, https://www.cancerrxgene.org) [1]. Pearson correlation coefficients for the association between CIP2A expression and response to erlotinib and gefitinib were calculated using the cor.test function in R. Analyses were performed across all cancer cell lines (n=371 treated with erlotinib; n=848 treated with gefitinib) and across lung cancer cell lines (n=15 treated with erlotinib; n=77 treated with gefitinib). Scatterplots were generated using the ggplot2 R package.
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Video S1A: Live cell time-lapse of HCC4006 incubated with 10 nM bortezomib for 72 h; 

[bookmark: _GoBack]Video S1B: Live cell time-lapse of HCC4006rErlo0.5 incubated with 10 nM bortezomib for 72 h.
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