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SUPPLEMENTARY MATERIAL

Supplementary Table S1. Cancer driver genes regulated by alternative splicing?

Gene Splicing events? Mechanism?  References
TP53 esk, IR, at, ai, ce, me mcis [96,191,192]
KRAS esk, at, a5', ce, me mcis, ep [181,182,193-195]
BRAF esk, a5' N/R [196,197]
ANAPC1 esk mcis [198]

ARID1A a3' ocis [109,110]
KMT2C esk, a3' SF [120]

PTEN esk, IR, at mcis [97,99,101,192]
NRAS esk, at, o N/R [199,200]
CTNNB1 esk SF [121]

CDKN2A esk, at, ai, a5' mcis [104,201-204]
IDH1 IR, at mcis [10,205]

RB1 esk mcis [206,207]
ATM esk mcis [208]

NF1 esk, ce mcis [209]

SMAD4 esk, ai mcis [210]

FAT1 IR, ai N/R [211]

FBXW7 ai N/R [212]

NOTCH1 at mcis [213]

EGFR esk, at mcis, SF, ep [122,214-218]
KDMG6A a3' esk [219]

ATRX esk mcis, o [220-222]
SETD2 o mcis [223]

ERBB2 esk mcis [224]

NFE2L2 esk, ai mcis, o [34]

CDH1 a3' mcis, SF [123]

VHL esk, ai SF [225-227]
KEAP1 esk, ai N/R [228,229]
EP300 esk SF [124]

PIK3R1 esk mcis [201,219]
GATA3 a3' mcis [201,221]

AR at, a3', ce SF, ep [179,230-232]
FGFR3 esk, me N/R [233—-235]

HRAS esk, a3', a5' mcis [181,200,236-238]
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! Abbreviations used: esk, exon skipping; IR, intron retention; at, alternative termination; ai,

alternative initiation; a3’ alternative 3’ splice site; a5’, alternative 5’ splice site; ce, inclusion of

cryptic exon; me, mutual exclusive exons; o, other events.

2Molecular mechanisms involved in the splicing events. Abbreviations used: mcis, mutation in

cis elements; ocis, other causes involving cis elements; SF, changes in splicing factors

(mutations, change of level); ep, changes in epigenetic marks or chromatin structure; o, other

causes.
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