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Figure S1. Significantly different MGMT promoter/enhancer methylation levels between non-long-term survivors (< 36 months) and
long-term survivors (> 36 months). MGMT (a) promoter, (b) enhancer 1, (c) enhancer 2, and (d) enhancer 4 regions. prom M: promoter
methylated (purple), UM: unmethylated, UM+M (blue) samples. Gray vertical lines separate data obtained with different assays.
Significance levels: *p < 0.05, **p < 0.01, *p < 0.001. Data points represent the mean of two independent runs.
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Figure S2. MGMT promoter/enhancer methylation levels of stable and unstable cell cultures. MGMT (a) promoter, (b) enhancer 1,
(c) enhancer 3, (d) enhancer 2, and (e) enhancer 4 regions. Gray vertical lines separate data obtained with different assays. Significance
levels: *p < 0.05, **p < 0.01, **p < 0.001. Data points represent the mean of two independent runs. Due to limited sample amount,
GBM24, GBM36, and GBM37 were omitted from analysis of enhancer 2 CpGs 24-27 and CpGs 37-39 as well as enhancer 4 CpGs 01—
03, CpGs 07-08. GBM36 was also not analyzed for enhancer 4 CpG 19-22. prom M: promoter methylated, UM: unmethylated.
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Figure S3. MGMT promoter/enhancer methylation levels of stable and unstable cell cultures in MGMT promoter unmethylated
samples. MGMT (a) enhancer 1, (b) enhancer 3, (c) enhancer 2, and (d) enhancer 4 regions of promoter unmethylated patients. Gray
vertical lines separate data obtained with different assays. Significance levels: *p < 0.05, **p < 0.01, **p < 0.001. Data points represent
the mean of two independent runs. Due to limited sample amount, GBM24, GBM36, and GBM37 were omitted from analysis of
enhancer 2 CpGs 24-27 and CpGs 37-39 as well as enhancer 4 CpGs 01-03, CpGs 07-08. GBM36 was also not analyzed for enhancer
4 CpG 19-22. prom UM: promoter unmethylated.



