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Figure S3. Volcano plots highlighting differentially expressed proteins following
overexpression of miRNA-23c (a, ¢) or miRNA-4328 (b, d) in the 22Rv1 (a, b) and PC-3
(c, d) cell lines. Red and blue dots symbolize significantly up- and down-regulated proteins,
respectively (adjp < 0.05, n = 3 single cell clones per cell line). Abbreviations indicate
proteins being predicted as targets for the miRNA in the TargetScan (targetscan.org) database.



