Table S2. Primers for amplification and Sanger sequencing of CFTR variants.

Coordinates of

Variant Primers . the .
amplified region
in hgl19

Forward:

F1050V 5'- AGGTTGGGCTCAGATCTGTG -3’ chr7:117304740-
Reverse: 117304901
5'- GAGCACTGGGTTCATCAAGC -3’
Forward:

QI352E 5'- TCAAAGAATGGCACCAGTGT -3’ chr7:117251482-

Reverse:
5'-TTCAAAGTAAGGCTGCCGTC -3’

117251720




