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Figure S1. Representative XICs of tumor and peritumoral tissue N-glycome from patient AF63-009.
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Figure S2. Representative XICs of tumor and peritumoral tissue N-glycome from patient AM53-021.
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Figure S3. Representative XICs of tumor and peritumoral tissue N-glycome from patient FDT-01.
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Figure S4. Representative XICs of tumor and peritumoral tissue N-glycome from patient AM51-009.
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Figure S5. Representative XICs of tumor and peritumoral tissue N-glycome from patient AM43-005.
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Figure S6. Relative abundance of all N-glycans across all samples.
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Figure S7. Representative MS/MS spectra of selected N-glycan structures detected in tissue samples.
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Figure S8. Representative MS/MS spectra of ITGB1 peptides detected in tissue samples.
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Figure S9. Significantly-enriched Reactome pathways based on significantly-overexpressed pro-
teins in tumor tissues.
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Figure S10. Significantly-enriched Reactome pathways based on significantly-underexpressed pro-
teins in tumor tissues.
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Figure S11. Representative MS/MS spectra of ITGB1 glycopeptides at glycosite Asn212 detected in

tissue samples.
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Figure S12. Representative MS/MS spectra of ITGB1 glycopeptides at glycosite Asn269 detected in

tissue samples.



Cancers 2022, 14, x

13 of 16

3.500e+05 — S5can 6626,2=3 P
2.000e+05 o C7HENOZ 51'er 8 TrE:i_5r4 32 1
CHEGNGTFECGACR
2.500e+05 HexNAc 12¥¢si6 723918
£ 2.000e+05
: e =
= HexMNAc{E6
S 1.500e+05 s ) [~ ]
NAC-18
1.000e+05 —
HexMNacHex Pep+HexMNAc_1+
5.000e+04 o M i HexMac+2Hex ) 2+ Pep_i+-17
b3 4 b4 ¢ ¥5 V6 F'Z“ i j: 4 Rep_1+ ;
0,000e+00 ; 08 W a® A I.l- . ' CL LG S [T I--n. : P - : L s : -
500 mjz 1000 1500
1 .
] (o)}
198765 32
1.500e+06 — um S P o
] ’\‘) CHEGNGTFECGACR
= 123¢'5i6 78916
= -1 n
g 1.000e-+06 — ;
S
2:000a:+05'— HexMAcHex HexNAcHexNeuAc
- y1 NeuAc | i y6 Pep_2+-17 Pep+HexNAc_2+
: v o Pep_1+-17
uI- hhh ¢ : | r <. ' .
L 1000 1500
Scan 19122,2=3,combined scan count: 2 *
1.500e+06 —| 00
- C7HBNOZ [ =1 J09876.54321
. & ' rErr r
4 V CHEGNGTFECGACR
g . 12345678918
= 1.000e+06 —
£ i ?
g ]
5 =
5.000e+05 —
0.000e+00 — amies b Cl8 ; i E
1500

Figure S13. Representative MS/MS spectra of ITGB1 glycopeptides at glycosite Asn481 detected in

tissue samples.
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Figure 514. Representative MS/MS spectra of ITGB1 glycopeptides at glycosite Asn520 detected in
tissue samples.
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Figure S15. Representative MS/MS spectra of ITGB1 glycopeptides at glycosite Asn669 detected in

tissue samples.
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Table S1. Inclusion and exclusion criteria.
Both cases and controls Patient cases Controls
. Chemotherapy and radiotherapy Physically assessed to be
naive; healthy by a physician (i.e. nor-
. Filipino (up to second degree of * H1stopath910gy conﬁ.rmed with mal vital signs, .physwal exami-
consanguinity) lung adenocarcinoma and is already nation)
g y set or will be scheduled for surgery as Normal chest X-ray re-
3 18-85 years old . s
. o o ) part of their treatment sult within the last 6 months
Inclusion criteria o Willing to execute an informed . . .
. Histopathology confirmed with No smoking history
consent (IC) 1 . . s
. . ung adenocarcinoma and is already within the last 2 years
. No other serious complicating . - . .
. set or will be scheduled for draining of e No history of malignan-
illness . .
pleural fluid. cies
. Patients with lung mass and will e Did not have serious ill-
be scheduled for fine needle biopsy. ness in the last 6 months
. Patients that are pregnant/sus-

pected pregnant and breastfeeding will
be excluded from the study .

. . . . Patients that have undergone
. Patients diagnosed with pneu- .
. . chemotherapy, radiotherapy and those
monia and TB will also be excluded . .
. . with concomitant cancer other than
. Patients with the presence of .
. . ) lung adenocarcinoma.
concomitant autoimmune disease or . . .
. - . . . Patients that are histopathologi-
Exclusion criteria  immunodeficiency as confirmed by . . .
. . cally diagnosed with small cell carci-
viral load testing. noma, unspecified cell type, malignant
o Patients diagnosed with diabe- > UnSp Pe, £

. . cell and non-small cell carcinoma

tes mellitus will also be excluded as . .

. ) . other than adenocarcinoma will be ex-
high glucose levels may potentially in-

. cluded from the study.

crease the degree of glycosylation that

may be observed in the cells both in-

tracellularly and extracellularly




