Table S2: Risk predictors within risk assessment tools compared in the studies included in the review (‘x’: inclusion of predictor data, ‘- : absence of

predictor data).?
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? Empty cells indicate predictor not included in tool.

Abbreviations: AABCS = Asian American Breast Cancer Study; ADH = atypical ductal hyperplasia; BCRAT = Breast Cancer Risk Assessment Tool; BCRmod = Breast Cancer Risk tool including modifiable
variables; BD = breast density; BMI = body mass index; BOADICEA = Breast and Ovarian Analysis of Disease Incidence and Carrier Estimation Algorithm model; BRCAPRO = BRCAL1 probability model;
ER+ = Estrogen receptor positive model ; ER- = Estrogen receptor negative model; FTP = full term pregnancy; HRT = hormone replacement therapy; i-CARE- Lit = Individualized Coherent Absolute Risk
Estimation-Literature model; i-CARE- BPC3 = Individualized Coherent Absolute Risk Estimation-Breast and Prostate Cancer Consortium model; KREA = recalibrated Korean-European model; KRKR =
Korean-based model; LCIS = lobular carcinoma in situ; NR = not reported; PRS = polygenic risk score; TC = Tyrer Cuzick model; v = version.



