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Table S1. Genomic results and clinical outcome in 9 patients. 

HCC Patients (n = 9) 
Number of individuals with detectable alteration(s) (%) 9 (100%) 

Number of individuals with ≥1 alterations (%) 9 (100%) 
Median number of alterations (range) 4 (2–5) 

Number of individuals who received molecular-targeted therapy (%) 1 (11.1%) 
Median TMB* (range) 4 (0–20) 

Number of individuals with TMB* ≥10 (%) 1 (11.1%) 
Number of individuals with MSI** High (%) 0 (0%) 

Number of individuals with ≥1 clinical trial options (%) 7 (77.8%) 
Number of individuals who participated in clinical trial 0 

Note: without VUS (variants of unknown significance), * means Tumor mutation burden, ** means 
Microsatellite Instability. 

Table S2. The information of the clinical trial options and investigational candidate drugs. 

Patients number 
Age, Sex 

Number of Clinical Trial Options Investigational Candidate Drug ① 20s, male 1 beta-catenin inhibitor ② 70s, female 3 
beta-catenin inhibitor + Lenvatinib 

FGFR inhibitor + PD-1 inhibitor 
WNT inhibitor + PD-1 inhibitor ③ 30s, male 2 

AKT inhibitor 
MEK inhibitor ④ 70s, male 1 mTOR inhibitor ⑤ 50s, male 0 Nothing 

⑥ 60s, male 7 

PD-1 inhibitor 
mTOR inhibitor 
ATR inhibitor 

beta-catenin inhibitor 
MEK inhibitor ⑦ 60s, male 1 mTOR inhibitor ⑧ 60s, male 0 Nothing ⑨ 60s, male 1 ATR inhibitor 

 

Commented [AAD1]: Please add an explanation 
in the table's footnote regarding the circled num-
bers. 

Commented [s2R1]: Thanks for your comments. It 
means patients number, so we changed Table S2 
as well as Table2,3. 


