Supplementary Figure S2
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Figure S2 SULF2 in TCGA database and qPCR validation (A) SULF2 was positively correlated
to M2 macrophages in the TCGA database.(B)Relative mRNA levels of ARG1, NOS2 and MCH 11
of THP1 in co-culture systems.(C)Relative mRNA levels of IL-8 of MB49 in orthotopic bladder
cancer model. (D)The correlation between SULF2 and IL-8 in TCGA database. (D)The correlation
between SULF2 and B-catenin TCGA database.



