Table S2 — Individualized sample results

Total number

of positive
LNs
CK19 mRNA copies/pL Number of (sentinel and  TILs
Sample in the selected sample removed SLNs positive SLNs TTL non-sentinel) (%) Cluster
S1 <160 0 0 50 3
S2 <160 0 0 30 3
S3 400 1 400 1 5 3
S4 <160 0 0 80 3
S5 8 200 1 8200 1 60 3
S6 280 1 280 1 3
S7 <160 0 0 5 3
S8 620 1 620 1 20 3
59 300 1 300 1 5 3
s10 62 000 2 62 950 2 40 2
S11 4 500 1 4 500 1 80 2
S12 <160 0 0 5 3
S13 <160 0 0 85 3
s14 <160 0 0 20 3
s15 <160 0 0 25 3
s16 3300 1 3300 1 70 3
s17 430 000 1 430 000 2 50 2
s18 <160 0 0 50 3
s19 730 000 1 730 000 7 10 1
520 290 000 1 322000 2 10 2
521 360 1 360 1 5 3
522 33 000 1 33000 1 60 2
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