Figure 1c. Western blot of TR1"8h and TR1!° cells treated as shown with sulforaphane (SFN) or vehicle (DMSO).
Red box indicates the lanes that were included in Figure 1c.
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Figure 1c. (continued). Western blot of TR1"8" and TR1!° cells treated as shown with sulforaphane (SFN) or
vehicle (DMSO). Red box indicates the lanes that were included in Figure 1c.
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Figure 2b. Effects of 24 hour treatment with SFN on TR1 and TYRP1 protein expression in TR1gh and TR1! cells. Note the first

two lanes (untreated) were used in Figure 1c.
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Figure 2d. Comparison of the time-dependent effect on protein expression of MITF after FSK treatment of TR1"sh and
TR1'° cells.
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Figure 2d. Comparison of the time-dependent effect on protein expression of TYRP1 after FSK treatment of TR1"gh and
TR1 cells.
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Figure 2d. Comparison of the time-dependent effect on protein expression after FSK treatment of TR1"gh and
TR1'° cells. 3-actin probed after TYRP1 with no stripping.
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Figure 3b Western blot analysis comparing expression of TYRP1, TYR, and TR1 after 48-hour treatment with 10 uM BSO or 60
uM ATG or both in the TR1hsh and TR1' cells. TYRP1 shown here. Note that positive control lanes (*) are from an unrelated
experiment and do not appear in the figure.
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Figure 3b Western blot analysis comparing expression of TYRP1, TYR, and TR1 after 48-hour treatment with 10 uM BSO or 60
UM ATG or both in the TR18h and TR1! cells. TYR shown here. Note that positive control lanes (*) are from an unrelated

experiment and do not appear in the figure.
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Figure 3b Western blot analysis comparing expression of TYRP1, TYR, and TR1 after 48-hour treatment with 10 uM BSO or 60
uM ATG or both in the TR1M8h and TR1! cells. TR1 shown here. Note that positive control lanes (*) are from an unrelated
experiment and do not appear in the figure.
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Figure 3b Western blot analysis comparing expression of TYRP1, TYR, MITF and TR1 after 48-hour treatment with 10 uM BSO
or 60 uM ATG or both in the TR1Mgh and TR1'" cells. MITF shown here. Note that positive control lanes (*) are from an unrelated
experiment and do not appear in the figure.
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Figure 3b Western blot analysis comparing expression of TYRP1, TYR, MITF and TR1 after 48-hour treatment with 10 uM BSO
or 60 uM ATG or both in the TR1Mgh and TR1' cells. Actin shown here. Note that positive control lanes (*) are from an unrelated
experiment and do not appear in the figure.
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Figure 3c. Western blot analysis comparing protein expression of MITE, TYRP1, and TR1 in the TR1Msh and TR1l°
cells after 24 and 48 hours of 5 uM PX12 treatment. Shown here is TYRP1

TR1Migh TRAIIO
\
[ | - =
i - L < 00
S Q ~N <
S N 5 N F o % oo
@) a o a o a @)
n s A s %] S ] =
= S S S = 3 = 3
MW () n a n (a] n (a] n

225

140

100

70

50

40

30

25

15
10

100 60 97 48 78 63 45 27



Figure 3c. Western blot analysis comparing protein expression of MITF, TYRP1, and TR1 in the TR1gh and TR1'
cells after 24 and 48 hours of 5 uM PX12 treatment. Shown here is TYR
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Figure 3c. Western blot analysis comparing protein expression of MITF, TYRP1, and TR1 in the TR1gh and TR1'
cells after 24 and 48 hours of 5 uM PX12 treatment. Shown here is TR1
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Figure 3c. Western blot analysis comparing protein expression of MITF, TYRP1, and TR1 in the TR1gh and TR1'
cells after 24 and 48 hours of 5 uM PX12 treatment. Shown here is MITF
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Figure 3c. Western blot analysis comparing protein expression of MITF, TYRP1, and TR1 in the TR1gh and TR1'
cells after 24 and 48 hours of 5 uM PX12 treatment. Shown here is actin, which was imaged after TYR with no

stripping
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Figure 4a. Quantitation for these blots are as follows: for PRX1, the three bands in untreated TR1"sh cells are designated 100; all
other treatments in both cell lines are quantified relative to each of these three bands. The high-molecular weight (above 115 kD)
PRX1 bands are not quantified. For MITE, the untreated TR1'° cells are designated 100; all other treatments in both cell lines are
quantified relative to this band. The exception is for the two high molecular weight bands. These are scanned from about 115 kD to
the highest band above 225 kD for both 100 uM treatments. The bands in the TR1'° cells are designated 100.
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Figure 4a. B-actin blots - The quantification for these blots is calculated relative to the untreated TR1' cells, which are set

to 100.
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Figure 4b. Reducing gels. TR1!° untreated lane on each blot is set to 100.
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Figure 4b. Reducing gels. TR1!° untreated lane on each blot is set to 100.

IB: anti-B-actin from PRX1 blot

IB: anti-B-actin from MITF blot
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Figure 6. Non-Reducing gels: The no H,O, lane for the PIG1 cell line was set to 100 for quantitation of the bands at 50 kD (for
MITF) and 40 kD (for -actin). The 100 uM H,O, lane for the PIG1 cells was set to 100 for the above 115 kD band for MITF.
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Figure 6. Reducing gels: The no H,O, lane for the PIG1 cell line was set to 100 for quantitation of the bands of both MITF and
[3-actin.
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