Table S1. Response Category

Response
Best Response (%)
Category
CR <-95%
PR [-95%, -50%)
PR>SD [-50%, 0%)
SD [0%, 35%)
SD>PD [35%, 100%)
PD Others

CR,complete remission; PR, partial remission; SD, stable disease; PD, progression disease.

Table S2. Drug efficacy of PDX

No. Niraparib Olaparib TC

1 No - Yes
2 No No No
3 No - Yes
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No, invaild (mSD>RD+mPD); Yes, valid (mSD+mPR>SD+mPR+mCR); TC, Paclitaxel and

carboplatin.

Table S3. Survival data of patients using PARPiI as first- of second-line maintenance therapy.

First-line maintenance

Second-line maintenance

N therapy PDX’s therapy
PDX’s response
(0] Recu PFS response Recur PFS
PARPi PARPi
r-rent (Month) -rent  (Month)
2 niraparib  Yes 10 Non-Response  niraparib  Yes 6 Non-Response
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Table S4. The comparison of gene amplification between response and non-response groups.

Odds_rati Percentage Respon Percentage No Respo
Gene P-value FDR
se nse
PAXS 0.116615 0.333333 0 1
NKX2-1 0.116615 0.333333 0 1
SOX2 0.167468 0.75 0.375 1
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Table S5. The comparison of gene deletion between response and non-response groups.

Percentage  Percentage No
Gene P-value Odds_ratio FDR
Response Response
AKTI 0.014654 inf 0.583333 0 0.5129
KRAS 0.049123 0 0 0.375 0.566802
NF1 0.062332 8.333333 0.833333 0.375 0.566802
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Table S6. The comparison of gene mutation between response and non-response groups.

Odds _r Percentage Respon Percentage No Respo
Gene P-value FDR
atio se nse
SYMPK 0.04 0.147368 0.0001 0.25 1
SELP 0.04 0.147368 0.0001 0.25 1
COLG6AS 0.04 0.147368 0.0001 0.25 1
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