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chromothripsis in chronic lymphocytic leukemia patients with complex

karyotype
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Supplementary Figures
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Figure S1. Number of cases showing chromothripsis for each chromosome.
Chromosomes are represented on the X-axis and the total number of cases showing
chromothripsis for each chromosome is represented on the Y-axis. The chromosomes
involved most in the cohort (3, 6 and 13) are highlighted in blue.
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Figure S2. Copy number profiles of some of the chromothriptic chromosomes. Copy
number profiles derived from genomic microarray analyses were available for 18 cases.



Case #16: Chromosome 12
— &

ErT T —— - —————
18

Case #19: Chromosome 11

2311804712 S0 A g LR
s

En

-as as
101 A1 S Ay Ak D 131.701.12 OO A A OB
s
S » i Y # A
I A 4 i W i
P T T SR | i R R VB RG  E 0 o RS o 8 S ST i T b
3 ey p
- £ i 1y et 5 )
e e by e i T ¥ '\ N
T ——— 8 . o Ao st
S
A A ) s :
e i | LMM._MW\.M‘ e g PN S St 0 PR S w
\ t 1 b V
s t Y ' Whoned
L. L] =

Case #17: Chromosome 11 Case #19: Chromosome Y

i

2208187043513, Ara o e Loz e B AN A e

20018_P043.13OsScxb Aran i e Al D
s

, e s el i
SR A RN NS S 5 B s
Tas
o i i

Zis

220818 70495_13.CsScabAra e Srscmins

e . ame, s s o,

o oo joows  ueows eow __weows oo pood  owos jmwods __jueon  powow _ yowoy e e o o,
ai i i = L = 5w [ T—TTR— T L

Case #18: Chromosome 8 Case #20: Chromosome 3
| [ | I EEEE B [ e |

223616 P75 S A g Lo 20180 5 s A e ez

t 2 < P, e RN i g W 1 o

i (I i < s 5 i R —— i bt 3 .
B A G R T : SR RS A 1 AR K 5 B TR
LA L S . a ot s =
Bl - T N SRR

Case #19: Chromosome 2 Case #26: Chromosome 10
B - a

T — 01769705004 e A s Loga s
s 741 i s e s

LTy ————"—

e A
- s

PRy ———

| Lt

= e
P,ka fw"""““‘” ‘wwq f}«uw‘ﬂwa.uﬂmuwxw\ ey
it

-os

Case #19: Chromosome 6 Case #26: Chromosome 13
el - [N [ | | i ]

. . 3

a5
23818 P01 CpuScan A s O

s
i

" ik i R

O A B Sl N F Y
Zas

et 5 2 & 1
[ ————

5

= A F
' 2 4 A A e P o A P oA 1.8 )
= i [ s W W b L

Figure S2 (cont.). Copy number profiles of some of the chromothriptic chromosomes.
Copy number profiles derived from genomic microarray analyses were available for 18 cases.
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Figure S2 (cont.). Copy number profiles of some of the chromothriptic chromosomes.
Copy number profiles derived from genomic microarray analyses were available for 18 cases.
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Figure S3. Chromothripsis detected in chromosome 6 in those cases in which optical
genome mapping only revealed intra-chromosomal chromothripsis-related
rearrangements. Whole chromosome 6 view of genomic microarray results from cases #8,
#9 and #32, which carried intra-chromosomal rearrangements when analysed by OGM, are
represented. Only small deleted fragments were common between case #8 and the other
two remaining cases. Specifically, three fragments of 2.83 Mb (10,743,398-13,571,692), 1.20
Mb (16,137,146-17,257,084) and 1.17 Mb (86,948,132-88,115,441) were shared between
cases #8 and #9 (highlighted in green) and three fragments of 1.79 Mb (7,651,724-
9,438,895), 0.64 Mb (19,953,714-20,591,009) and 1.28 Mb (36,084,473-37,366,801) were
common between cases #8 and #32 (highlighted in red).



