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Figure S1. Scatter plots of miRNA’s expression values comparing ddPCR (x-axis) and microarray 
(y-axis) data. 

 

Figure S2. Box plots of 9 Exo-miR expression levels obtained by microarray (A) and ddPCR (B). Red 
and blue boxplots are related to the patient without and with event, respectively. 
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Figure S3. (A) Kaplan–Meier curves obtained for Exo-miR130a-3p by stratifying 63 patients ac-
cording to the median value of its expression in ddPCR; (B) Kaplan–Meier curves obtained for the 
4 FpA-derived fragments by stratifying 47 patients according to the median value of their signals. 


