
 
Figure S1. The DMGs and DEGs from the methylation and expression profile datasets. A. The 
heatmap of the top 60 differentially methylated sites between the HGSOC group and the control 
group of the GSE133556 dataset; the red color denotes hypermethylation, the blue color means 
hypomethylation. B. The heatmap of the DEGs between the HGSOC group and the control group 
of the GSE69428, GSE18520, GSE54388, and GSE27651 datasets. 
 



 
 
Figure S2. Confirmation and functional enrichment analysis of hub MeDEGs in HGSOC 
tissues. A. The top 15 hub MeDEGs sorted by degree. B. The expression analysis of the top 15 hub 
MeDEGs in ovarian cancer by the GEPIA2.0; the red color indicates the tumor tissues, and the gray 
color indicates the normal tissues; * p < 0.01. C. The top 15 MeDEGs expression analysis in ovarian 
serous cystadenocarcinoma and normal tissue via the Oncomine. D. The GO analysis of the top 47 
hub MeDEGs. 
 
 
 



 
Figure S3. The expression levels of UBE2C in the pan-cancer analysis. A. The expression of 
UBE2C in various human cancers by matching TCGA normal and GTEx data as controls in 
GEPIA2.0. *p < 0.01. B. The IHC staining image of UBE2C in tumor tissues and corresponding 
normal tissues of different human cancers obtained from the HPA database. C. The protein level of 
UBE2C in tumor tissues and normal tissues by CPTAC database analysis. p < 0.001 
 



 
Figure S4. Stage atlas and survival analysis of UBE2C in the pan-cancer analysis. A. The 
correlation between UBE2C expression level and tumor stage by the GEPIA2.0 website. p < 0.05. 
B-C. The association between UBE2C expression and OS (B; log-rank p < 0.05) or DFS (C; log-
rank p ≤ 0.05) in different cancers by the GEPIA2.0. 



 

Figure S5. The relationship between UBE2C methylation and prognoses. A. The Pearson 
correlation between the expression level and DNA methylation level of UBE2C in KIRC (Kidney 
renal clear cell carcinoma), KIRP (Kidney renal papillary cell carcinoma), CHOL 
(Cholangiocarcinoma), PRAD (Prostate adenocarcinoma), LIHC (Liver hepatocellular carcinoma), 
and THYM (Thymoma). 
 
 


