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Figure S1: Distribution of MGMT promoter methylation in the study sample

Table S1. Characteristics of glioblastoma patients according to MGMT methylation status (<15%
and >15%) by pyrosequencing.

MGMT methylation MGMT methylation

Variable <15% 15% p-value
n 401 190 -
Age at diagnosis, years * 60 (52—67) 61 (52—68) 0.81
Females 124 (30.9) 78 (41.1) 0.02
Males 277 (69.1) 112 (58.9)
ECOG PS: 0.02
0 170 (42.4) 85 (44.7)

1 173 (43.1) 93 (49.0)



2 58 (14.5) 12 (6.3)

Type of surgery: 0.98
Radical 166 (41.6) 80 (42.1)
Non-radical 233 (58.4) 110 (57.9)

Second surgery 67 (17.4) 31 (16.8) 0.95

Data expressed as 1 (%) or a median (interquartile range). Data not available b2 and <20 patients.
MGMT methylation was 0% in 94 males and 51 females.



