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Upregulated genes in CRC. 

Protein UniProt ID Protein Name 

Enoyl-CoA hydratase, mitochondrial P30084 (ECHM_HUMAN) 

DNA topoisomerase 2-alpha P11388 (TOP2A_HUMAN) 

Stromal cell-derived factor 1 P48061 (SDFl_HUMAN) 

Cyclin-dependent kinases regulatory subunit 2 P33552 (CKS2_HUMAN) 

Dual specificity protein kinase TTK P33981 (TTK_HUMAN) 

H/ACA ribonucleoprotein complex subunit 2 Q9NX24 (NHP2_HUMAN) 

GTP-binding nuclear protein Ran P62826 (RAN_HUMAN) 

Forkhead box protein 01 Q12778 (FOXOl_HUMAN) 

Cell division control protein 6 homolog Q99741 (CDC6_HUMAN) 

Transcriptional coactivator YAPl P46937 (YAPl_HUMAN) 

Cyclin-dependent kinase 1 P06493 (CDKl_HUMAN) 

Vascular endothelial growth factor A P15692 (VEGFA_HUMAN) 

G2/mitotic-specific cyclin-B1 P14635 (CCNBl_HUMAN) 

Disks large-associated protein 5 Q15398 (DLGP5_HUMAN) 

Growth-regulated alpha protein P09341 (GROA_HUMAN) 

Adenylate cyclase type 9 060503 (ADCY9_HUMAN) 

Serine/threonine-protein kinase Nek2 P51955 (NEK2_HUMAN) 

RNA-binding protein NOBl Q9ULX3 (NOBl_HUMAN) 

C-C motif chemokine 21 000585 (CCL21_HUMAN) 

Securin 095997 (PTTGl_HUMAN) 

Plasminogen activator inhibitor 1 P05121 (PAll_HUMAN) 

Serine/threonine-protein kinase PLKl P53350 (PLKl_HUMAN) 

Myc proto-oncogene protein P01106 (MYC_HUMAN) 

Ribonucleoside-diphosphate reductase subunit M2 P31350 (RIR2_HUMAN) 

Insulin-like growth factor I P05019 (IGFl_HUMAN) 

Serine/threonine-protein kinase Chkl 014757 (CHKl_HUMAN) 

DNA replication complex GINS protein PSFl Q14691 (PSFl_HUMAN) 

NACHT, LRR and PYD domains-containing protein 7 Q8WX94 (NALP7 _HUMAN) 

Proepiregulin 014944 (EREG_HUMAN) 

U3 small nucleolar RNA-associated protein 14 homolog A Q9BVJ6 (UT14A_HUMAN) 

Anthrax toxin receptor 1 Q9H6X2 (ANTRl_HUMAN) 

Histone chaperone ASFlA Q9Y294 (ASFlA_HUMAN) 

Metalloproteinase inhibitor 1 P01033 (TIMPl_HUMAN) 

Centrosomal protein of 55 kDa Q53EZ4 (CEP55_HUMAN) 

Surfactant-associated protein 2 Q6UW10 (SFTA2_HUMAN) 

Muellerian-inhibiting factor P03971 (MIS_HUMAN) 

Myosin-2 Q9UKX2 (MYH2_HUMAN) 
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GO:0030490 [maturation of SSU-rRNA] 

GO:0000447 [endonucleolytic cleavage in ITSl to separate SSU-rRNA from 5.85 rRNA 

and L5U-rRNA from tricistronic rRNA transcript {SSU-rRNA, 5.85 rRNA, LSU-rRNA)] 

GO:1905267 [endonucleolytic cleavage involved in tRNA processing] 

GO:0001682 [tRNA 5'-leader removal] 

GO:0008285 [negative regulation of cell proliferation] 

4 GO:0000079 [regulation of cyclin-dependent protein serine/threonine kinase activity] 

3 GO:0001649 [osteoblast differentiation] 

2 GO:0050821 [protein stabilization] 

2 

5 

3 

GO:0030336 [negative regulation of cell migration] 

GO:0006364 [rRNA processing] 

GO:0045943 [positive regulation of transcription from RNA polymerase I promoter] 

3 GO:2000234 [positive regulation of rRNA processing] 

2 GO:0000462 [maturation of SSU-rRNA from tricistronic rRNA transcript {SSU­

rRNA, 5.85 rRNA, LSU-rRNA)] 

1 

1 

GO:0034243 [regulation of transcription elongation from RNA polymerase II promoter] 

GO:0006360 [transcription from RNA polymerase I promoter] 

1 GO:0006383 [transcription from RNA polymerase Ill promoter] 

* The "pathway counts" is the number of times each stated pathway was counted among all the biological pathways

to which any of the individual genes listed in Tables 1 and 2 belong.

** Up to 5 pathways shown. 

Table S3. Downregulated genes in CRC. 

Gene Protein UniProt ID Protein Name 

NDRGl N-myc downstream-regulated gene 1 protein E5RK17 (E5RK17 _HUMAN) 

PRKACV cAMP-dependent protein kinase catalytic subunit beta P22694 (KAPCB_HUMAN) 

CAB39 Calcium-binding protein 39 Q9Y376 (CAB39_HUMAN) 

CFLAR CASP8 and FADD-like apoptosis regulator 015519 (CFLAR_HUMAN) 

CTSC Cathepsin C H0YCY8 (H0YCY8_HUMAN) 

THBSl Thrombospondin-1 P07996 (TSPl_HUMAN) 

TRAPPC3 Trafficking protein particle complex subunit 3 043617 (TPPC3_HUMAN) 

EIF4E3 Eukaryotic translation initiation factor 4E type 3 Q8N5X7 (IF4E3_HUMAN) 

PTK6 Protein-tyrosine kinase 6 Q13882 (PTK6_HUMAN) 

PHLPP2 PH domain leucine-rich repeat-containing protein phosphatase 2 Q6ZVD8 (PHLP2_HUMAN) 

CBX7 Chromobox protein homolog 7 095931 (CBX7 _HUMAN) 

LPARl Lysophosphatidic acid receptor 1 Q92633 (LPARl_HUMAN) 

RCLl RNA 3'-terminal phosphate cyclase-like protein Q9Y2P8 (RCLl_HUMAN) 

ZG16 Zymogen granule membrane protein 16 060844 (ZG16_HUMAN) 
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