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Figure S6. (a-j) Copy number summary plots created with the CNsummary
package provided by Damien Stichel
(https://github.com/dstichel/CNsummaryplots), which is based on a modified
version of conumee (https://github.com/dstichel/conumee). Specimen types:
FA=fibroadenoma, PL= benign phyllodes tumor, PM = malignant phyllodes
tumor, PB = borderline phyllodes tumor, BC_Her2_norm = breast cancer
without Her2 amplification, BC_Her2_ampl = breast cancer with Her-2
amplification, CB = control breast tissue, LA = lung adenocarcinoma, LS = lung
squamous carcinoma, LY = diffuse large B cell lymphoma. Note that only a
subset of files could be analysed by this tool (case counts indicated in plot titles).
The IDs of the array data files used to generate these plots are listed in
spreadsheet supplementary file S7.


