Table S1: FAB, WHO 2016 and ELN 2017 genetic risk classifications from included patients.
t-AML: therapy-related AML, MRC: myelodysplasia-related changes, RGA: recurrent genetic abnormalities.

patient# |FAB WHO 2016 ELN 2017 genetic risk Samples
1 AML M1 AML with RGA Favorable PB
2 AML M4Eo AML with RGA Favorable BM & PB
3 AML M5 AML with RGA Favorable BM & PB
4 AML M4 AML with RGA Favorable BM & PB
5 AML M4 AML with RGA Favorable BM & PB
6 AML M2 AML with RGA Favorable BM
7 AML M2 AML with RGA Favorable BM
8 AML M4 AML with RGA Favorable BM & PB
9 AML M2 AML with RGA Favorable PB
10 AML M2 AML with maturation Intermediate BM
11 AML M2 AML with RGA Intermediate BM
12 AML M5 AML with RGA Intermediate BM
13 AML M2 AML with RGA Intermediate PB
14 AML M2 AML with RGA Intermediate BM & PB
15 AML M2 AML with RGA Intermediate PB
16 AML M4 AML with RGA Intermediate PB
17 |AML M2 AML with RGA Intermediate BM & PB
18 AML M4 AML with RGA Intermediate PB
19 AML M5 AML with RGA Adverse BM
20 AML M5 AML with MRC Adverse PB
21 AML M4 Monoblastic AML Adverse BM
22 AML M5 Monoblastic AML Adverse BM
23 AML M4 AML with MRC Adverse BM & PB
24 AML M2 AML with MRC Adverse BM
25 AML M2 AML with maturation Adverse BM
26 AML M1 AML without maturation Adverse BM
27  |AML M4 AML with MRC Adverse PB
28 AML M1 AML with MRC Adverse BM
29 AML M4 AML with MRC Adverse BM
30 AML M5 AML with MRC Adverse BM
31 AML M1 AML with MRC Adverse BM & PB
32 AML M4 AML with MRC Adverse PB
33 AML M1 AML with MRC Adverse BM
34 AML M4 AML with MRC Adverse BM
35 AML M2 AML with maturation Adverse BM & PB
36 AML M4 AML with MRC Adverse BM
37  |AML M4 Myelomonocytic AML Adverse BM
38 AML M5 t-AML Adverse BM
39 AML M2 AML with maturation Adverse BM
40 AML M4 t-AML Adverse BM
41 AML M2 AML with maturation Adverse BM
42 AML M2 AML with maturation Adverse PB




Table S2: Antibodies for FC.

Target (human)/clone Fluorophore Product # Supplier

CD45 KrO B36294 Beckman Coulter
CD14 clone TUK4 PE R0O864 Dako

CD14 clone 63D3 APC 367118 Biolegend
CD163 clone GHI/61 BV 421 333612 Biolegend

CD80 clone 2D10 APC 305220 Biolegend
CD206 clone 15-2 FITC 321104 Biolegend
SIRPa/p clone SE5A5 PE/Cy7 323808 Biolegend

CD47 clone CC2C6 Alexa Fluor 700 323126 Biolegend

PD-L1 clone MIH1 PE-Cyanine 7 25-5983-42 eBioscience
CSF-1R clone 9-4D21E4 PC5.5 347 310 Biolegend

CD34 Alexa Fluor 700 or 750 | A86354 or B92463 | Beckman Coulter
CD38 ECD A99022 Beckman Coulter
CD117 PC5.5 B96754 Beckman Coulter
CD16 PC7 6607118 Beckman Coulter
CD4 PC7 737660 Beckman Coulter
CD8 PC7 737661 Beckman Coulter
CD3 APC-Alexa Fluor 750 | A94680 Beckman Coulter
CD56 PC5.5 B49189 Beckman Coulter
CD123 PC7 B13647 Beckman Coulter
CD19 APC-Alexa Fluor 700 | B49212 Beckman Coulter




Table S3: Relative quantification of all cytokines from membranes depicted on Figure S5.

AML#3| AML#18| AML#23| HL-60 | U9s7 | AMI#3 | AMLEB |\ Mo | oMM ROV HD™E | HDM M@ | HD™E | HD™M - M@

+Mo +Mo Mo M®D +GM/GW MDD +GM/GW

adiponectin| ND ND ND ND | ND [ ND ND 126.2 ND 122.1 59.2 107.0 48.2 79.3
Ang-1| ND ND 45.8 ND | ND | 46.1 66.5 83.0 37.0 51.5 54.0 87.3 109.9 85.6
Ang-2| 1343 71.5 67.5 576 | 385 | 743 59.9 | 271.0 | 2153 2607 | 2107 368.5 240.6 290.0
angiogenin| 109.0 ND ND ND | ND | 7494 | 5580 | 7147 | 295.7 511.3 953.3 829.1 977.0 861.7
ApoAl| ND ND ND ND | ND | 1772 | 2009 | 1512 [ 109.0 119.2 137.4 189.9 80.3 115.4
BAFF| 510.8 ND 108.7 | 1108.6 | 661.3 | 411.8 | 5539 | 536.2 85.2 187.3 392.5 638.6 402.2 314.8
Basigin| 362.4 | 417.0 2256 | 5919 [331.7] 5738 | 4258 | 7373 | 581.0 768.0 438.6 629.5 4485 488.1
BDNF| 1286 50.8 476 | 2032 | ND [ ND ND 3122 | 2043 224.7 127.3 148.1 94.2 124.6
C5/C5a| ND ND ND ND | ND [ ND 66.1 70.8 ND 54.2 70.1 160.4 72.7 121.1
ccrL17| 211.6 ND ND ND | ND | 4663 748 | 3802 | 960.2 995.2 116.0 966.0 121.1 956.0
ccL19| 108.4 37.0 ND 506 | 224 | 61.1 1249 | 1415 | 1642 727.0 56.2 902.4 109.5 839.2
ccr2| 753.0 ND ND 3753 | 5263 | 8335 | 8013 | 7011 | 677.7 678.6 846.6 845.5 767.6 762.7
ccr2o| 104.8 ND ND 6441 | ND | 1224 | 1864 | 2003 [ 3813 790.3 129.8 1006.1 609.6 714.2
CCL3/4| 404.4 ND ND 3472 | ND | 4218 | 3842 | 4209 | 860.1 936.2 66.4 844.8 155.8 736.0
CCL5| 71.8 ND ND 236.4 | 1409 | 1483 | 1484 | 1708 | 567.2 257.9 175.2 628.7 168.9 611.3
CCL7| 470.7 ND 424 708 | 376 | 7394 | 7195 | 5209 | 297.3 4443 541.5 909.4 726.1 763.9
CD14| 571.9 ND 432 ND | ND | 4595 | 4274 | 6830 | 3675 499.3 490.0 499.8 333.2 407.0
CD26| 247.3 18.7 50.2 247 | ND | 60.7 ND 459.7 | 1783 439.7 | 559.3 306.9 355.3 245.4
cD30[ ND 48.8 ND ND [ ND [ ND ND 110.0 83.6 129.7 43.6 130.3 425 65.7
CD40L| 835 ND ND ND | ND | 599 79.4 176.7 | 100.1 226.4 99.7 188.3 93.1 135.7
CD71| 201.5 83.0 ND 534 | ND | 2189 942 | 4874 | 3246 413.9 232.1 228.5 256.9 353.4
CFD| 563.1 ND 396.1 | 4322 [ 1032 ] 6918 | 6024 | 6667 | 3263 625.4 684.9 716.6 633.6 560.1
CHI3L1| 939.3 ND 8817 | 8504 | ND [ 999.1 | 9820 | 9758 | 935.8 965.0 990.2 1026.6 968.7 982.8
Cripto-1| ND ND ND ND [ ND | ND ND ND ND ND 42.0 98.0 39.0 50.6
CRP| ND ND ND ND | ND | 449 64.0 86.5 50.6 93.7 71.7 181.3 65.0 66.6
CXCL1| 2425 ND 58.6 ND | ND | 3434 | 2917 | 4276 | 5403 780.7 | 260.1 731.1 659.0 669.8
cxcLio| 386.4 ND ND 6315 | ND | 9974 | 9949 | 9203 | 2654 659.3 | 1092.7 1134.2 1094.1 1113.8
CXCL11| 64.1 ND ND ND [ ND | ND 1542 | 134.6 82.3 236.8 101.8 529.4 110.4 637.8
CXCL12| 1972 | 22.9 ND 483 | ND | 1801 | 1878 | 2517 [ 1553 289.4 567.6 604.4 616.3 602.3
CXCL4| 55.9 ND ND ND | ND | 866.8 | 8562 | 9144 | 863.3 304.6 55.7 59.0 155.9 183.4
CXCL5| 280.8 ND 630.2 ND | ND | 6523 | 5752 | 9448 | 9307 [ 10367 | 919.3 1007.6 938.3 1000.3
CXCL9| 93.8 ND ND ND | ND | 9379 | 9423 | 9062 | 409.7 480.3 962.2 91.6 944.2 886.3
Cystatin C| 938.7 ND ND 1568 | ND | 450.1 | 1054 | 839.8 [ 2396 531.3 441.6 192.8 263.1 183.2




AML#3| AML#18| AML#23| HL-60 | U937 | AMI#3 | AMLEB |\ Mo | oMM ROV HD™E | HDM M@ | HD™E | HD™M - M@
+Mo +Mo Mo M®D +GM/GW MDD +GM/GW

Dkk-1| 1225 ND ND 376 | ND [ 903 89.9 158.7 98.0 1125 88.3 99.7 55.1 80.7
EGF| ND ND ND ND | ND | 5562 | 1158 | 3037 | 102.0 ND 76.0 120.9 53.7 65.9
Endoglin| 152.3 ND 93.1 ND | ND | 4964 | 3424 | 5617 | 2473 474.6 251.7 344.0 2453 294.9
FasL| 743 ND ND ND [ ND | ND ND 140.5 90.4 149.5 95.7 166.3 76.9 77.2
FGF-19| 107.5 ND ND 434 | ND | 4030 | 4158 | 1763 | 1135 161.7 | 4208 546.8 384.5 4225
FGF-2| ND ND ND ND | ND | 687 72.0 58.5 35.2 60.5 65.9 183.8 58.2 61.3
FGF-7| ND ND ND ND | ND [ ND ND ND ND ND 39.8 89.4 32.1 51.0
Flit-3L| ND ND ND ND [ ND | ND ND 60.9 ND ND 31.7 53.6 254 31.0
G-CSF| ND ND ND ND [ ND [ ND ND ND ND 722 39.6 617.5 98.0 408.6
GDF-15| 9286 | 8219 | 4643 ND | ND | 8796 | 7226 | 9337 | 8423 887.4 710.9 794.6 674.8 397.4
GH| ND ND ND ND [ ND | ND ND ND ND ND 28.2 65.2 31.1 45.1
GM-CSF| 1105 ND ND ND | ND | 2893 | 1770 | 6961 | 10151 | 10570 | 842.3 1136.3 680.4 1123.4
HGF| 103.5 ND 165.0 | 6692 | ND [ 1299 | 3483 [ 2352 87.1 145.1 168.4 187.9 241.2 281.8
ICAM-1| 122.7 ND ND 1825 | ND | 2817 | 1977 | 2885 [ 1919 367.5 292.8 657.3 404.3 438.2
IFN-y| 117.9 75.4 95.6 743 | 803 | ND 972 | 2771 | 2098 321.1 231.1 487.9 106.1 199.3
IGFBP-2| ND ND ND 806.6 | 622.5 [ 174.5 ND 448.1 ND 211.0 45.2 96.2 241.3 357.0
IGFBP-3| ND ND ND ND | ND [ ND ND ND ND ND 99.0 1715 96.8 84.5
IL-1R4[ ND ND ND 524 | ND | ND ND ND ND ND 36.3 81.0 484 75.6
IL-10] ND ND ND ND | ND [ 2237 | 1614 | 1458 ND 77.3 222.6 369.3 309.8 335.3
IL-11| 56.0 ND ND ND | ND | 839 47 4 1335 66.5 105.5 161.4 258.6 169.5 184.5
IL-12 p70| ND ND ND ND | ND | 614 ND 64.1 ND 56.4 69.1 82.1 423 50.4
1I-13| ND ND ND ND [ ND | ND ND ND ND ND 53.1 95.8 46.2 69.1
IL-15] ND ND ND ND | ND | 529 55.9 ND ND ND 56.0 161.4 67.1 81.7
IL-16| 726 ND ND ND [ ND | ND 1158 | 133.6 ND 124.2 88.1 157.8 82.6 95.5
IL-17A| 1034 | 22,5 ND ND | ND [ 4240 | 3838 | 2445 [ 186.0 369.3 528.0 754.1 540.4 507.9
IL-18 Bpa| 785.6 ND 3716 | 1036 | 56.9 | 8793 | 9120 | 8862 | 560.1 879.2 850.3 904.2 795.2 703.8
11-19| ND ND ND ND | ND [ ND ND ND ND ND 59.3 137.9 39.1 371.2
IL-1a| 99.7 442 437 296 | 341 | ND ND 2062 | 143.0 209.7 78.0 309.3 66.3 83.5
IL-18| ND ND ND ND | ND [ ND ND ND ND ND 61.3 341.6 68.2 83.7
IL-1ra| 643.1 ND 2985 | 287 | ND | 4959 | 4894 | 6962 | 5735 659.2 609.8 557.9 449.8 481.6
IL-2| ND ND ND ND | ND [ ND ND 92.7 151.9 458.1 220.9 317.8 164.6 127.5
IL-22| 70.1 ND ND ND [ ND | 988 105.3 | 102.3 58.6 98.1 349.9 406.5 271.8 281.2
IL-23| ND ND ND ND [ ND | ND ND ND ND ND 47 4 129.9 485 68.6
1L-24| 137.5 ND ND ND [ ND | ND 158.0 | 136.1 ND 149.8 146.2 216.7 125.0 124.2
IL-27| 110.6 ND ND ND | ND [ ND ND 1042 | 1659 297.2 60.3 199.1 184.6 70.4
IL-3] ND ND ND ND [ ND | ND ND ND 84.4 ND 38.8 158.6 54.8 118.5




AML#3| AML#18| AML#23| HL-60 | U937 | AMI#3 | AMLEB |\ Mo | oMM ROV HD™E | HDM M@ | HD™E | HD™M - M@

+Mo +Mo Mo M®D +GM/GW MDD +GM/GW
IL-31| ND ND ND ND [ ND [ ND ND ND 55.3 121.3 63.5 106.5 121.8 82.4
IL-32| ND ND ND ND | ND | ND ND 62.1 45.6 98.1 84.9 86.8 50.2 715
11-33] ND ND ND ND [ ND [ ND ND ND ND ND 75.2 90.8 67.1 80.5
IL-34| ND ND ND ND | ND [ ND ND ND ND ND 64.1 139.0 64.9 86.9
IL-4] ND ND ND ND | ND | 756 86.5 ND ND ND 253.6 377.7 259.1 275.5
IL-5| 304.3 52.5 48.3 ND | 669 | ND ND 3023 | 266.1 355.4 15.3 23.0 12.8 11.9
IL-6| ND ND ND ND | ND | 759 113.0 | 1148 | 1728 418.9 252.3 974.8 885.5 912.0
IL-8| 1002.8 | 447 916.5 | 924.7 | 8635 [ 10147 | 9972 | 9586 | 979.6 995.2 | 1028.9 1053.5 997.5 1013.7
Kallikrein 3| 143.4 89.2 115.5 845 | 222 | ND ND 3452 | 2846 394.1 192.8 307.2 170.0 188.8
Leptin| ND ND ND ND | ND [ ND ND ND ND ND 96.8 91.8 47.2 58.1
LIF| ND ND ND ND [ ND [ ND ND 137.6 ND 84.6 48.5 1145 424 438
Lipocalin-2| 270.9 51.9 74.6 399 | 627 | 651 3443 | 2187 | 2281 207.5 83.8 110.2 65.4 60.1
M-CSF| 1247 | 292 ND ND | ND [ 2692 ND 508.0 | 208.1 387.6 926.6 409.6 522.9 402.5
MIF| 323.1 | 523.0 | 4248 | 3260 [397.4| 3749 | 3873 | 4101 | 324.6 489.0 462.2 556.2 329.9 488.6
MMP-9| 8215 ND 788.1 | 8227 | 108.0 | 8382 | 8160 | 8875 | 815.0 9289 | 1011.9 1044.3 1027.1 997.9
MPO| 2462 | 446 4917 | 865 | 436 | 2778 | 8022 | 3203 | 297.6 291.9 91.0 58.0 370.4 246.4
Osteopontin| 918.1 28.8 804.0 | 8436 | 438 [ 8981 | 8248 | 9298 | 9136 924.3 801.4 811.9 848.7 777.3
PDGEF-AA[ 795 30.5 ND 644 | 422 | 3871 | 1471 | 154.8 99.8 99.5 148.2 299.2 367.0 383.0
PDGF-AB/BB| ND ND ND ND | ND | 3735 | 1084 | 4557 | 209.1 317.7 | 3727 409.1 493.2 382.9
PECAM-1| 337.6 ND 2583 | 3671 | ND | 8379 | 6850 | 7624 | 563.1 832.8 537.5 749.1 506.7 599.5
PTX3| 2234 | 1131 1348 | 1043 | 934 | 83.1 729 | 3535 | 283.0 350.1 216.4 415.7 225.3 293.4
RAGE| ND ND ND ND [ ND | ND ND ND ND ND 64.5 69.0 56.1 85.5
RBP-4| ND ND ND ND | ND | 849 62.6 ND ND ND 113.0 223.3 98.8 133.1
Relaxin-2| 83.5 ND ND ND [ ND | ND ND 112.1 94.7 176.7 55.6 97.5 71.2 98.2
Resistin| 87.8 48.4 1545 [ 1036.1 | 88.8 | 1186 | 2091 | 1462 | 1019 2137 | 2404 358.9 193.6 226.1
Serpin E1| 9922 | 369.5 7625 | 966.7 | 828.8 | 10505 | 1032.4 | 1019.9 | 1017.0 | 1005.1 | 925.8 803.0 781.1 7422
SHBG/| 139.3 ND ND ND | ND | 1627 | 1166 | 1956 | 1274 197.9 139.9 1153 125.6 104.0
TFF3| ND ND ND ND [ ND | ND ND ND ND ND 52.1 89.4 50.4 64.5
TGF-a| 142.1 ND ND ND | ND | 1083 ND 1228 | 1978 340.6 335 156.1 324 121.7
Thrombospondin-1| 578.9 ND 1799 | 399 | ND | 5904 | 4400 | 4251 | 2020 183.3 4459 621.3 271.9 273.1
TIM-3| 870.6 ND 1168 | 559 | ND [ 9545 | 6472 | 9285 | 8239 916.7 | 925.0 753.5 764.1 801.2
TNF-a| ND ND ND ND | ND | 2125 | 2202 | 1107 | 5746 587.4 54.8 804.7 80.4 201.0
uPAR| 8882 | 226 4613 | 598.0 [ 2616 | 8546 | 7545 | 8477 | 8154 890.7 843.1 860.3 808.5 826.9
VCAM-1| 556.4 ND ND ND | ND | 2303 | 2907 | 6903 79.0 220.3 67.3 87.4 68.6 131.2
VEGF| ND 934.7 ND [ 10640 | 7804 | ND ND 78.1 ND 130.5 86.2 895.7 679.4 476.3
Vitamin D BP| 59.4 52.0 48.0 548 | 404 | 784 520 | 208.0 | 1762 274.2 111.4 143.3 935 104.0
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