PvsR
(262)
\l/ UPREGULATED
12 proteins
FC ([R CDDP] vs [P]) | FC([CSC]vs[P]) | p value (cor)

043653 |Prostate stem cell antigen 4,25 2,77 1,09E-03
000560 |Syntenin-1 3,30 1,78 5,97E-04
P25815 |Protein S100-P 3,12 2,06 6,14E-04
Q9BPWY [Dehydrogenase/reductase SDR family member 9 2,49 3,71 6,14E-04
060635 |Tetraspanin-1 2,45 2,66 6,65E-04
P08174 |Complement decay-accelerating factor 2,22 1,67 1,57E-02
P07476 |Involucrin 2,21 2,22 5,61E-03
P31947 |14-3-3 protein sigma 2,19 2,73 1,69E-03
095171 |Sciellin 2,06 4,07 4,91E-04
P55786 |Puromycin-sensitive aminopeptidase 1,81 1,74 3,24E-04
P03973 |Antileukoproteinase 1,74 2,45 6,33E-03
Q8TCT9 [Minor histocompatibility antigen H13 1,61 1,80 9,30E-03
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P vs CSC
(363)
DOWNREGULATED \l,
24 proteins
FC ([R CDDP] vs [P]) | FC([CSC] vs [P]) | p value (cor)
P07099 |Epoxide hydrolase 1 -1,42 -2,75 2,97E-03
P49321 |Nuclear autoantigenic sperm protein -1,44 -1,69 2,00E-03
P34897 |Serine hydroxymethyltransferase, mitochondrial -1,46 -1,43 3,13E-02
P50454 |Serpin H1 -1,46 -1,44 4,78E-03
P21980 |Protein-glutamine gamma-glutamyltransferase 2 -1,47 -1,51 2,96E-03
094875 |Sorbin and SH3 domain-containing protein 2 -1,47 -2,54 1,36E-03
P16403 |Histone H1.2 -1,50 2,13 6,16E-03
P05023 [Sodium/potassium-transporting ATPase subunit alpha-1 -1,53 -1,41 1,50E-02
Q3LXA3 |Triokinase/FMN cyclase -1,53 -1,62 1,57E-02
P09874 |Poly [ADP-ribose] polymerase 1 -1,55 -1,49 3,20E-02
095810 |[Caveolae-associated protein 2 -1,59 -1,82 1,01E-02
Q8N684 (Cleavage and polyadenylation specificity factor subunit 7 -1,59 -1,41 1,83E-02
P16401 |Histone H1.5 -1,60 -2,10 2,51E-03
P00326 |Alcohol dehydrogenase 1C -1,63 -4,15 2,21E-03
Q96RQ3 |Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial -1,64 -1,61 2,75E-02
P35611 [Alpha-adducin -1,65 -2,24 9,25E-03
Q9H8H3 |Methyltransferase-like protein 7A -1,70 -2,06 6,28E-04
P52701 |DNA mismatch repair protein Msh6é -1,71 -1,54 2,35E-03
Q9UBQ5 |Eukaryotic translation initiation factor 3 subunit K -1,72 -2,20 1,52E-03
043175 [D-3-phosphoglycerate dehydrogenase -1,76 2,27 1,52E-03
P30838 |Aldehyde dehydrogenase, dimeric NADP-preferring -1,92 -1,61 5,97E-04
QINPH2 |Inositol-3-phosphate synthase 1 -2,60 -2,61 4,94E-02
P43003 |Excitatory amino acid transporter 1 -3,79 -5,49 1,47€-02
P00352 |Retinal dehydrogenase 1 -6,27 2,83 1,90E-03




