
9,512 Cases 

10,389 Cases with germline variant data
10,295 Cases with somatic mutation data  

524 Samples with only germline
       or somatic mutation avaliable

342 Hypermutators

226 MSI Tumors

Mutation data Copy number variation data

10,080 Cases 

9,738 Cases 

9,336 Cases 

10,399 Cases with arm-level CNV calls
10,713 Cases with gene-level CNV calls  

814 Samples with only arm-level
       or gene-level CNV call avaliable

561 Cases without HRD score

252 Cases without TMB data

10,149 Cases 

9,588 Cases 


