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Figure S1. AR antagonists repress hTERT expression.LNCaP and C4-2 cells were treated with the
established. AR antagonists bicalutamide, Bic; enzalutamide, Enz; or darolutamide, Dar (ODM-
201) with each ligand at 10 uM for 72 hours in 5% FCS containing medium. DMSO served as sol-
vent control. RNA was extracted for qRT-PCR experiments to detect changes in hTERT expression
by ligand treatment. Values were normalized to both housekeeping genes TBP and b-Actin
mRNAs. 11 = 4; error bars indicate, SEM, unpaired ttestwas used for statistical analysis. * p < 0.05,
***p <0.001.
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Supplemental Fig. S2: Genome Browser depicts the recruitment of AR to the hTERT promoter
Arrows indicate the androgen-dependent recruitment of AR to both the proximal and distal hTERT sites.

Figure S2. Genome Browser depicts the recruitment of AR to the hTERT promoter. Arrows indicate the androgen-depend-
ent recruitment of AR to both the proximal and distal hTERT sites.
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Figure S3. Overexpression of selected corepressors do not change the AR-mediated transrepres-
sion of hTERT. Reporter assays with the hTERT proximal promoter sequence -120 to -58 were
performed with co-overexpression of AR and various corepressors in AR negative CV1 cells. As
control empty expression vector was used. Cells were treated with either InM R1881 or DMSO as
solvent control. The numbers above the bars indicate the Fold Repression. *** p < 0.001.
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Figure S4. AR is recruited in an androgen-dependent manner to both the proximal and distal
hTERT sites. ChIP-PCR was performed with antibody raised against AR and for hormone-specific
control the recruitment of ING3, ING4 and ING5 were analyzed. LNCaP were treated with or
without 1InM R1881. Specific primers to -0.1 kb and -4 kb regions of hTERT were used. Although
ING3-5 seem to be recruited to both hTERT sites, the recruitment is androgen-independent indi-
cating the hormone-specific recruitment of ING1 and ING2.



Supplemental data for Figure. 3F
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Supplemental data for Figure 6C
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Figure S5. The Uncropped western blots.
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