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Supplementary figures
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Figure S1. Representative immunohistochemical staining and scoring for
CALMLS, CD59 and LIMA1. Scores were assigned based on proportion of posi-
tively stained tumour cells: no staining (0), positive staining in less than 25% of
the tumour cells (1), positive staining in 25-50 % of the tumour cells (2) or stain-
ing in > 50% of the tumour cells (3).
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Figure S2. Kaplan-Meyer curves for 5-year disease-specific survival. Target pro-
tein and mRNA expression in the oral tongue squamous cell carcinoma cohort
using best separation cutoff (median for all except CD59 protein, which was
25%), and their association with 5-year disease-specific survival (DSS) in Kaplan-
Meier analysis. The p-value was calculated using the log-rank test, with the sig-
nificance level set to 0.05.
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Figure S3. Log minus log plots for proportional hazards checking. A) pT status, B) N status, C)
differentiation of whole tumour, D) lymphocyte infiltration, E) CALML5 protein expression, F)

LIMAT1 protein expression.
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Supplementary tables

Table S1. Reasoning behind selection of prognostic markers for Head and neck cancer in the Pa-
thology Atlas to validate in a cohort of oral tongue cancer.

Marker Associated with tumour HPA-validated antibody avail- Expression pattern = Conclu-

cells able THC sion
DKK1 Unknown No No information Excluded
LIMA1 Yes Yes Intracellular Included
CD59 Yes Yes Intracellular, mem- Included
brane
GZMM No Yes Intracellular, secreted Excluded
CCR7 No Yes Membrane Excluded
CALM Yes Yes Intracellular Included
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