
Cancers 2021, 13, x S1 of S4 

 

Supplementary Materials: Epigenetic Drift Association with 

Cancer Risk and Survival, and Modification by Sex 

Chenglong Yu, Ee Ming Wong, Jihoon Eric Joo, Allison M. Hodge, Enes Makalic, Daniel Schmidt,  

Daniel D. Buchanan, Gianluca Severi, John L. Hopper, Dallas R. English, Graham G. Giles, Melissa C. Southey  

and Pierre-Antoine Dugué 

 



Cancers 2021, 13, x S2 of S4 

 



Cancers 2021, 13, x S3 of S4 

 

 



Cancers 2021, 13, x S4 of S4 

 

 

Figure S1. Associations of methylation M-values with age-by-sex for the 48 CpGs. 

Table S1. Characteristics of the participants from seven specific studies in the MCCS sample. 

Table S2. 32,659 replicated age-associated CpGs using the MCCS sample. 

Table S3. 23,141 replicated sex-associated CpGs using the MCCS sample. 

Table S4. 48 replicated age-by-sex-associated CpGs using the MCCS sample (p < 1.03 × 10−7 for 

controls and p < 6.85 × 10−4 for cases). Among them, 30 CpGs were replicated in two GS data (p < 

0.0015). 

Table S5. 126 (all autosomal) age-related CpGs were associated with survival of cancer overall. 

Table S6. Significant age-related CpGs with survival of gastric cancer (30 autosomal sites), lung 

cancer (282 autosomal and 1 X-linked) and mature B-cell lymphoma (1 autosomal site). 

Table S1–S6. are provided separately, attached as an Excel File. 

 


