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SUPPLEMENTAL TABLES

Table S1. Primer sequence used for multiplex nucleic acid detection using digital MCA

Target Fragment length (bp)
J Primer sequence (5'to 3') g g P

gene

- Forward (AGTCACGTCTCGATCGAACA) 175
ca
P Reverse (GAAACTTGACCACGATCCGG)

D Forward (GGCTGGACATCATCAACTGC) 193
iuc
Reverse (GTCGGCCTGATCTCGTATGA)

WA Forward (GCACACTCAACTGGGAATCC) 110
Y Reverse (ATGCAACCGTTCCCAACAAT)

tOF Forward (CTGGTGTTGCGGCTAAAAGT) 168
ato
Reverse (TCATTAACTGGGGCTTCGGT)

A Forward (CGACTGGGCAGATGAACATG) e
ul
Reverse (TACTCCACATCACCACGCTT)

AN Forward (TACACAATCGCCCGTTGAAC) 3
Y Reverse (CCCGGTTAGATCCATGGTGA)




