
Supplementary Figure legends 

Figure S1. SEB gene sequence used for baculovirus expression vector system. 

Staphylococcus aureus endotoxin B gene sequence was adopted from GenBank (GenBank ID: 

M11118.1) and codon-optimized for expression in Sf9 insect cells. 



 

Figure S2. Peptide mapping results analyzed by LC-MS/MS.  

 

Figure S3. Assessment of body weight and food intake from SEB-immunized mice. Mice 



were primarily immunized with rSEB-BEVS (SEB) or phosphate-buffered saline (Control) on 

day 0 and boosted on days 14, 28, 42, and 45. A) Body weight and B) food intake were 

monitored during the immunization.  

 

 

Supplementary Tables 

Table S1. Linear regression analysis and LoD calculation to compare the detectability of 

SEB by different pairs of mAbs 

 2-8G+11-7E 11-7E+2-8G 117E+4-7A 4-7A+11-7E 

Equation 
Y = 0.1539X + 

0.04891 

Y = 0.1848X + 

0.007183 

Y = 0.08893X + 

0.1218 

Y = 0.1049X + 

0.06180 

Linear range 

(ng/mL) 
0.27 - 2.00 0.23 - 2.00 0.54 - 2.00 0.36 - 2.00 

Slope 0.1539 0.1848 0.08893 0.1049 

Y-intercept 0.04891 0.007183 0.1218 0.0618 

R2 0.9587 0.9645 0.9044 0.8767 

LoD (ng/mL) 0.41 0.38 0.64 0.74 

 

Table S2. Linear regression analysis to compare the detectability of rSEB-BEVS or 

wtSEB-SA using our immunodetection method and commercial kits 

  

11-7E+2-8G Chondrex 

IBT 

Bioservices 

Tetracore 

rSEB- Equation Y = 0.1734X + Y = 0.07880X + Y = 0.01439X + Y = 0.04843X + 



BEVS 0.06421 0.07104 0.09877 0.06247 

Linear range 

(ng/mL) 

0.20 - 5.00 0.18 - 5.00 1.48 - 5.00 0.73 - 5.00 

Slope 0.1734 0.0788 0.01439 0.04843 

Y-intercept 0.06421 0.07104 0.09877 0.06247 

R2 0.9763 0.9773 0.5669 0.8599 

LoD (ng/mL) 0.53 0.49 1.82 1.6 

wtSEB-

SA 

Equation 
Y = 0.2573X + 

0.06262 

Y = 0.09819X + 

0.06625 

Y = 0.02301X + 

0.1171 

Y = 0.06093X + 

0.1712 

Linear range 

(ng/mL) 

0.21 - 5.00 0.18 - 5.00 0.99 - 5.00 0.31 - 5.00 

Slope 0.2573 0.09819 0.02301 0.06093 

Y-intercept 0.06262 0.06625 0.1171 0.1712 

R2 0.9851 0.9875 0.5429 0.862 

LoD (ng/mL) 0.40 0.36 1.91 0.83 

Table S3. Linear regression analysis to compare the detectability of rSEB-BEVS spiked 

in food matrices and human serum using the immunodetection assay 

 

PBS Apple juice Milk Skim milk 

Human 

serum 



Equation 
Y = 0.05949X + 

0.1697 

Y = 0.06579X + 

0.1758 

Y = 0.1046*X + 

0.1980 

Y = 0.09682X + 

0.2857 

Y = 0.09473X - 

0.005103 

Slope 0.05949 0.06579 0.1046 0.09682 0.09473 

Y-intercept 0.1697 0.1758 0.1980 0.2857 -0.005103 

R2 0.9953 0.9945 0.996 0.992 0.9818 

LoD 

(ng/mL) 
0.61 0.80 0.68 0.85 1.21 

 


