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Figure S1. IL-36a and LPS cooperatively increase the level of LC3B-II.

Western blot images used to calculate the fold changes of LC3B-II shown in Figure 2B.
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Figure S2. IL-36a and LPS cooperatively stimulate the autophagic flux.

Western blot images used to calculate the fold changes of LC3B-II shown in Figure 3B.
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Figure S3. Differential phospho-kinase array profiles of cells treated with IL-36c and LPS.

Uncropped image of the phospho-kinase array used to create Figure 5.



Table S1. List of the detected phospho-proteins by using the Proteome Profiler™ human phospho-kinase

array kit.
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Figure S4. IL36c and LPS cooperatively induced autophagy by multiple mechanisms.

The IL-36a/LPS combination reduces the activation level of the PI3K/Akt/mTORC1 axis by triggering rapid
depletion of PIP2 at the cytoplasmic membrane. As a result, mTOR-mediated inhibition of autophagy is alleviated.
Additionally, the IL-36a/LPS combination increases the activation level of PI3KC3 complex via the activation of
MyD88, TRAF3, and TRAF6. As a result, autophagosome formation is stimulated. Thus, this cytokine/PAMP
combination triggers pro-autophagic biased signaling by several mechanisms and thereby stimulates the
autophagic cascade cooperatively.



