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Fold changes in
Lcn-2 mRNA expression

Fold changes in
Tnf-o mMRNA expression

Fold changes in
Tgf-p mRNA expression

10-day experiment
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Supplementary Figure S1. Tnf-a, Tgf-3 and Len-2 mRNA expression in the control kidney in the 8-day and

10-day experiments. S RK: right kidneys removed at the termination of the experiments, Nx RK: right kidneys

removed at nephrectomy, S-S LK: sham-sham left kidneys, S-Nx LK: sham-Nx left kidneys. A-C: 8-day

Supplementary Table S1. miRNAs upregulated at least 1.5-fold in the kidneys 8 days after IR

experiment, D-F: 10-day experiment. A, D: Len-2, B, E: Tnf-a, C, F: Tgf-3.

based on the miRNA microarray (IR-S vs. S-S).

miRNA Fold p< miRNA Fold p<
change change
1 mmu-miR-21a-5p 6.1320.63 0.0000 23 mmu-miR-15b-5p  1.85+0.13  0.0000
2 mmu-miR-2137  5.31+1.88 0.0004 24 mmu-miR-34a-5p  1.83+0.29 0.0022
3 mmu-miR-142-3p 4.48+1.31 0.0001 25 mmu-miR-19a-3p  1.81+0.14 0.0000
4 mmu-miR-762  4.15+1.46 0.0005 26 mmu-miR-17-3p  1.76x0.22  0.0000
5 mmu-miR-223-3p 3.79+0.79 0.0000 27 mmu-miR-20a-5p  1.75+0.31 0.0006
6 mmu-miR-142-5p 3.58+0.81 0.0002 28 mmu-miR-1892 1.72+0.25 0.0000
7 mmu-miR-2861  3.08+0.94 0.0011 29 mmu-miR-489-5p  1.72+0.13  0.0000
8 mmu-miR-3102-5p 2.99+0.77 0.0001 30 mmu-miR-106a-5p 1.71+0.16 0.0000
9 mmu-miR-199a-5p 2.97+0.39 0.0000 31 mmu-miR-3095-3p  1.68+0.28 0.0002



10

11
12
13
14
15
16
17
18
19
20
21
22

mmu-miR-199a-
3p/ mmu-miR-
199b-3p
mmu-miR-199b-5p
mmu-miR-711
mmu-miR-3473b
mmu-miR-214-3p
mmu-miR-146b-5p
mmu-miR-3970
mmu-miR-146a-5p
mmu-miR-21a-3p
mmu-miR-5129-5p
mmu-miR-3100-3p
mmu-miR-17-5p
mmu-miR-20b-5p

2.92+0.53

2.89+0.54
2.46+0.66
2.42+0.79
2.33+0.16
2.27+0.64
2.20+0.31
2.15+0.45
2.13+0.36
2.07+0.82
2.01+0.36
1.87+0.12
1.86+0.26

0.0000

0.0002
0.0146
0.0300
0.0000
0.0015
0.0001
0.0002
0.0000
0.0283
0.0000
0.0000
0.0001

32

33
34
35
36
37
38
39
40
41
42
43

mmu-miR-19b-3p

mmu-miR-23a-3p
mmu-miR-1894-3p
mmu-miR-503-5p
mmu-miR-674-5p
mmu-miR-25-5p
mmu-miR-27a-3p
mmu-miR-665-3p
mmu-miR-290a-5p
mmu-miR-710
mmu-miR-3084-3p
mmu-miR-24-2-5p

1.65+0.13

1.64+0.13
1.58+0.27
1.54+0.23
1.53+0.17
1.53+0.25
1.53+0.16
1.53+0.14
1.52+0.22
1.52+0.25
1.51+0.11
1.50+0.09

0.0001

0.0000
0.0010
0.0005
0.0002
0.0006
0.0003
0.0000
0.0009
0.0029
0.0004
0.0002

Supplementary Table S2. List of miRNAs downregulated at least 1.5-fold in the kidney 8 days after
IR based on the miRNA microarray. (IR-S vs. S-S).

miRNA Fold change p< miRNA Fold p<
change
o mumiRADA g51i006 00000 16 ™MURS0 060,006 0.0000
3p &P
mmu-miR-193a- g
2 i 042:008 00000 17 mmu-miR-378b 0.62:0.05 0.0000
3 mmu'rg;R'B”' 045:0.10 00000 18 mmu'r;;R'Mb' 0.630.06  0.0000
g mmumiRASD g 47i005 00000 19 MMUTMRI0 4650006 0.0000
5p o
5  mmu-miR-3961  048:0.06  0.0000 20 mmu'r;;R'%gl' 0.63+0.11  0.0000
“miR-190a- -miR-192-
g MmumiRANAT g 4ei004 00000 21 MTUTMRAZ 63015 0.0005
5p &P
7 MmumiRI 510000 00000 22 MMUTMNRIC 464008 0.0000
3p oI
g MMumRAE T gsi007 00002 23 MR g64.005 00000
5p 344h-3p
mmu-miR-
' 378a-3p/ mmu-
9  mmu-miR-34c-3p  0.55:0.08  0.0000 24 miR.378y 064007 0.0000
mmu-miR-378c
mmu-miR-455- i
10 i 056:0.04 00000 25 mmu-miR-1192 0.64£0.09 0.0002
i iR 005 00000 26 MMURTg65:007 00004
3p 378a-3p
. mmu-miR-215-
12 mmu-miR-29c-3p  057¢0.09  0.0003 27 5p 0.65:0.11  0.0014
13 MmumIROIM- o 60s000 00000 28 MMUMRTg6si004 0.0001
3p 126a-5p
14 MMUTIRET g 6005 00000 29 MMUTMRS0C 4 6006 0.0001
3p o
15 mmumiRAS- o, 006 0.0003

5p




Supplementary Table S3. Validation of the miRNA miArray with qPCR. Statistical comparison
of miRNA expression normalized to let-7g between the S-S, IR-S and IR-Nx groups.

p, ANOVA significance p, S-S vs. IR-S p, IR-Nx vs. IR-S
miR-21a-5p 0.000 0.000 0.347
miR-2137 0.011 0.009 0.304
miR-142a-3p 0.000 0.000 0.946
miR-762 0.900 - -
miR-223-3p 0.000 0.000 0.309
miR-142a-5p 0.000 0.000 0.940
miR-3102-5p 0.136 = =
miR-199a-5p 0.000 0.001 0.420
miR-199a-3p 0.000 0.000 1.000
miR-214-3p 0.000 0.000 0.896
miR-146a-5p 0.000 0.001 0.990
miR-21a-3p 0.000 0.000 0.008
miR-129-1-3p 0.174 - -

Supplementary Table S4. Comparison of miRNA expression normalized to let-7g between the S-S,
S-Nx left kidneys and the control right kidneys.

p, ANOVA significance
8-day experiment 10-day experiment
miR-21a-3p 0.078 0.668
miR-21a-5p 0.935 0.364
miR-142a-3p 0.379 0.756
miR-142a-5p 0.086 0.523
miR-146a-5p 0.328 0.974
miR-199a-3p 0.104 0.865
miR-199a-5p 0.321 0.559
miR-214-3p 0.166 0.837

miR-223-3p 0.297 0.588




