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Figure S1. Sangerbox 3.0 was used to evaluate the expression levels of VIPR1, VIPR2, CALRL, CRHR1,
CRHR2, GCGR and ADCYAP1 in various tumor types from the TCGA database. Red indicates high
expression, blue indicates low expression, and LUAD is marked with a black box. (* p <0.05, ** p <0.01,

4 < 0,001, ***p < 0.0001).
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Figure S2. Correlation of family B1 GPCRs expression with immune infiltration levels in LUAD.
(A) GHRHR was negatively correlated with infiltration levels of B cells and dendritic cells. (B)
GIPR was correlated with infiltration levels of B cells, CD4+ T cells, and dendritic cells. (C)
GLPIR expression was positively correlated with infiltration levels of tumor-infiltrating
lymphocytes. (D) GLP2R expression was positively correlated with infiltration levels of tumor-

infiltrating lymphocytes. (E) PTH1R was positively correlated with infiltration levels of CD4+



T cells and negatively correlated with CD8+ T cells. (F) CRHR1 expression was positively
correlated with infiltration levels of tumor-infiltrating lymphocytes. (G) CRHR2 expression
was positively correlated with infiltration levels of tumor-infiltrating lymphocytes. (H)
ADCYAPIRI1 expression was positively correlated with infiltration levels of tumor-infiltrating
lymphocytes.



