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Figure S1: The second derivative of the average spectra of the protein and ester regions (1485-1760
cm) in hRPE cells: (A) Control (untreated) vs. H20z, (B) Control vs. Rap, (C) Control vs. Baf, (D)
Control vs. Baf+H20, (E) Baf+H202 vs. H202, and (F) all conditions are being shown. Representative

data of number of cells per condition (N = 35-37 cells).
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Figure S2: FTIR spectra of the cells, including the finger print (nucleic acids and carbohydrates),

protein and ester regions, and lipid region in hRPEs: blue (Control), red (Rap), green (Baf), orange
(Baf+H202) and yellow (H202). The band at 2350 cm™ annotated carbon dioxide which is not relevant

for our data. Representative data of the number of cells per condition (N = 35-37 cells) are being

shown.

Treatment of hRPEs

(cm)

control

Baf | BafrH0, |

2956

2922

A, symmetric stretch

2853

C=0 stretch (ester]

17201730

656

615

580

17

1255

085

10501056

570

Table S1: Assignment of FTIR bands and their changes under different treatments of hRPEs with a

colour-coded representation of the absorbance intensity (white-unchanged, green-increased and red-

decreased).



