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Figure S1. Venn diagrams of the overlap between the heart related terms found in the top 20 enriched terms
counted in Table 1 for each annotation and strategy: Wallenius in yellow, Transformed database (DB) in blue
and the standard Hypergeometric in red.
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Figure S2. Bars chart with the top 20 terms found with the Wallenius approach and the Gene Ontology
Biological Process database. Plot based in the results found in the sheet 1 (S.Table.1-Wallenius-GOBP) of
supplementary excel File S1.
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Figure S3. Network plot of gene and annotations but with the genes hidden of the top 20 terms found with
the Wallenius approach and the Gene Ontology Biological Process database. Plot based in the results found
in the sheet 1 (S.Table.1-Wallenius-GOBP) of supplementary excel File S1.
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Figure S4. Bars chart with the top 20 terms found with the Wallenius approach and the Human Phenotype
Ontology database. Plot based in the results found in the sheet 2 (S.Table.2-Wallenius-HPO) of

supplementary excel File S1.



Genes -log10(Pwval Adj) Number of genes

O 7.75 7
Annotations () 12.55 ® 68

Hypertelorism
Ptogitde nasal bridge

Sensorineural hearing impairrﬁ%ﬂressed nasal bridge
Blepharophimosis

Scoliosis

Low-set ears
Global developmental delay

Micro &Wort stature
In ctua[Mi‘U
Autosomal dominant inheritance
Ventricular septal defect

Prolonged QTc interval

Autosomal recessive inheritance
Syngep@drmal T-wave

Ventricular fibrillation

Figure S5. Network plot of gene and annotations but with the genes hidden of the top 20 terms found with
the Wallenius approach and the Human Phenotype Ontology database. Plot based in the results found in the
sheet 2 (S.Table.2-Wallenius-HPO) of supplementary excel File S1.
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Figure S6. Bars chart with the top 20 terms found with the Wallenius approach and the PharmGKB database.
Plot based in the results found in the sheet 3 (S.Table.3-Wallenius-PharmGKB) of supplementary excel File
S1.
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Figure S7. Network plot of gene and annotations but with the genes hidden of the top 20 terms found with
the Wallenius approach and the PharmGKB database. Plot based in the results found in the sheet 3
(S.Table.3-Wallenius-PharmGKB) of supplementary excel File S1.
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Figure S8. Bars chart with the top 20 terms found with the transformed database approach and the Gene
Ontology Biological Process database. Plot based in the results found in the sheet 4 (S.Table.4-
TransformedDB-GOBP) of supplementary excel File S1.

Genes -log10(Pval Adj) Number of genes

) 0 2.90 3
Annotations ~ © 207 6
o

regulation of heart rate by hormone

tas rt
negati\;a rQS |um| 4 ?‘Fgo ac;ros g?:éﬁ%n %%rl!l?a membrane

membrane repolarization during cardiac muscle cell action potential
_ne repolarization during action potential

gia\ssium ion transmembrane transport
' rﬂlscl@ssﬁﬁbﬁd:h&mtential

*laid
men“a ‘iel
regul on ofventr| Iar cardiac muscle cell membrane repolarization
regulatlnn of ion transmembrane transport

=t

Figure S9. Network plot of miRNAs and its annotations of the top 20 terms found with the transformed



database approach and the Gene Ontology Biological Process database. Plot based in the results found in the
sheet 4 (S.Table.4-TransformedDB-GOBP) of supplementary excel File S1.
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Figure S10. Bars chart with the top 20 terms found with the transformed database approach and the Human
Phenotype Ontology database. Plot based in the results found in the sheet 5 (S.Table.5-TransformedDB-

HPO) of supplementary excel File S1.
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Figure S11. Network plot of miRNAs and its annotations of the top 20 terms found with the transformed
database approach and the Human Phenotype Ontology database. Plot based in the results found in the
sheet 5 (S.Table.5-Transformed DB-HPO) of supplementary excel File S1.
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Figure S12. Bars chart with the top 20 terms found with the transformed database approach and the
PharmGKB database. Plot based in the results found in the sheet 6 (S.Table.6-TransformedDB-PharmGKB) of
supplementary excel File S1.
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Figure S13. Network plot of miRNAs and its annotations of the top 20 terms found with the transformed
database approach and the PharmGKB database. Plot based in the results found in the sheet 6 (S.Table.6-
TransformedDB-PharmGKB) of supplementary excel File S1.
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Figure S14. Bars chart of the top 20 terms found with the approach based on the use of databases with direct
annotation of miRNAs, the Mammalian ncRNA-Disease Repository in this case. Plot based in the results
found in the sheet 7 (S.Table.7-MNDR) of supplementary excel File S1.
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Figure S15. Network plot of miRNAs and its annotations of the top 20 terms found with the direct
annotation of miRNAs databases, the Mammalian ncRNA-Disease Repository in this case. Plot based in the
results found in the sheet 7 (S.Table.7-MNDR) of supplementary excel File S1.
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Figure S16. Bars chart with the top 20 terms found with the standard Hypergeometric approach and Gene
Ontology Biological Process database. Plot based in the results found in the sheet 8 (S.Table.8-
Hypergeometric-GOBP) of supplementary excel File S1.
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Figure S17. Network plot of gene, with their label hidden, and annotations of the top 20 terms found with
the standard Hypergeometric approach and Gene Ontology Biological Process database. Plot based in the
results found in the sheet 8 (S.Table.8-Hypergeometric-GOBP) of supplementary excel File S1.
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Figure S18. Bars chart with the top 20 terms found with the standard Hypergeometric approach and the
Human Phenotype Ontology database. Plot based in the results found in the sheet 9 (S.Table.9-
Hypergeometric-HPO) of supplementary excel File S1.
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Figure S19. Network plot of gene and annotations of the top 20 terms found with the standard
Hypergeometric approach and Human Phenotype Ontology database. Plot based in the results found in the
sheet 9 (S.Table.9-Hypergeometric-HPO) of supplementary excel File S1.
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Figure S20. Bars chart with the top 20 terms found with the standard Hypergeometric approach and the
PharmGKB database. Plot based in the results found in the sheet 10 (S.Table.10-Hypergeometric- PharmGKB)

of supplementary excel File S1.
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Figure S21. Network plot of gene and annotations of the top 20 terms found with the standard
Hypergeometric approach with PharmGKB database. Plot based in the results found in the sheet 10
(S.Table.10-Hypergeometric-PharmGKB) of supplementary excel File S1.



