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Figure S1. ThT fluorescence at L/P ratios of 0, 20, 60, 100 in the absence (A) or presence (B) of NaCl.
The concentrations of ThT and aS were 10 uM and 50 puM, and the lipid membrane was DMPC.

Figure S2. TEM images of amyloid fibrils at the L/P=100 in presence of NaCl. The scale bars repre-

sent 500 nm.
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Figure S3. SRCD spectra of aSs7-102 at various L/P ratios in the (A) absence and (B) presence of 0.1 M

NaCl. The concentration of aSs7102 was 50 uM, and the lipid membranes were composed of DMPC.
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Figure S4. Predicted a-helix content (Left) and secondary structure positions (Right) from several

sequence-based secondary-structure predictions. In the right figure, from top to bottom: residue

number, amino-acid residue, and secondary structure positions of aSs7102. Red represents the posi-

tions of
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Figure S5. The RMSF results of amino acid residues in aSs7-102 (490-500 ns).
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Figure S6. The time-dependent distance between the centers of mass of the two membrane interac-
tion regions relative to the position of the phosphorus atoms (set to 0) at the membrane surface in
the (A) absence and (B) presence of NaCl.
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Figure S7. Schematic diagram of 3-sheets bound to the membrane. Z represents the membrane nor-
mal, a is the angle between the 3-sheet and Z, and {3 is the average orientation angle of (3-strands
within the sheet plane.
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Figure S8. ATR-FTIR spectra of aSs7102 in the presence of DMPG membrane after incubation (A)
L/P=20 in the absence of NaCl, (B) L/P=20 and (C) L/P=100 in the presence of NaCl in the 1900-1500

cm™! spectral region. They measured with parallel (ll) and perpendicular (1) polarization of the in-

cident beam.



Biomolecules 2025, 15, x FOR PEER REVIEW

4 of 4

Fluorescence intensity }

Fluorescence intensity < )

—_
S

—_
(=3

Lipid/Peptide
| @ 0
® 20
| ® 100
888288800088
0 5 10 15
Time / hour

Lipid/Peptide
| ® 0

® 20
| ® 100

5
Time / hour

113111 T HH
0 10

15

Fluorescence intensity w

Fluorescence intensity c

—_
<

[ee]

—
[e)

o]

Lipid/Peptide
| ® 0

20

| ® 100

0000000
o0 ..s...
A X X ] vas

0 5 10 15
Time/hour
Lipid/Peptide
| ® 0
20
| @ 100

PYP0QPOPOOCOENVYVOOYWT Y
0 5 10 15
Time/hour

Figure S9. ThT fluorescence of background samples (lipid membrane only) under L/P ratios of 0,
20, 100 in the absence (A, C) or presence (B,D) of NaCl. The lipid membranes used were DMPG (A,B)

and DMPC (C,D).



