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Figure S1. DNA quantification in ng/mg of NACB and DACB (A), with gel electrophoresis to

detect residual DNA before and after decellularization (B). (*#*%, P < (0.001)
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Figure S3. Microstructure of sample and EDS surface distribution of each element.
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Figure S4. Hemolysis rate of DACB.
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Figure S5. The transverse sections of 3D reconstructed micro-CT scanning are further used to
evaluate the effect of implantation on trabecular bone adjacent to the implants.
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Figure S6. GO enrichment analysis of the up-regulated DEGs in DACB group compared to control
group.
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Figure S7. GO enrichment analysis of the down-regulated DEGs in DACB group compared to
control group.
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Figure S8. KEGG pathway analysis of the up-regulated DEGs in DACB group compared to control

group.
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Figure S9. KEGG pathway analysis of the down-regulated DEGs in DACB group compared to

control group.
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