Table S4. Enriched pathways associated with saDEGs, and therefore cDEGs, filtered by FDR < 0.05 found in the set analysis. Among the upregulated
cDEGs, 91 genes had major roles in immunological pathways. For instance, 34 genes such as CYBB (p-value = 1.758 x 10%, logfc = 3.1303), CD3E (p
value =2.421 x 105, logfc =2.6583) , CD8A (p value = 3.734, logfc = 2.2508), CD19 (p value = 2.485 x10-%, logfc = 5.5543) were associated with adaptive
immune response and their cellular signaling networks, while 44 genes, including Matrix Metallopeptidases (MMPs) family genes, DEFB4 (p value
=2.278 x 108, logfc = 7.6490), TLR8 (p value = 3,003 x 101, logfc = 2.8510), BIN2 (p value = 2.563 x 103, logfc = 2.4414), were linked with innate
immune system. In other important pathways such as extracellular matrix organization, 23 genes like ADAM12 (p value = 1.492 x 10, logfc =
4.1200), ADAMTS2 (p value =2.6091, logfc=1.111 x 10-*) and COL3A1 (p value =1.433 x 107, logfc =2.7178), were found. On the other hand, down-
regulated cDEGs such as FA2H (p value = 5.394 x 10, logfc = -3.7949), FADS2 (p value =1.073 x 10, logfc = -4.61), GUCY2EP (p value = 5.673, logfc
=-1.9362), HSD3B1 (p value =4.861 x10%, logfc =-5.2634), IYD (p value = 1.337x 10, logfc = -2.4972), MOGAT?2 (p value = 1.59 x10%, logfc =-3.7538),
MPPED]1 (p value = 1.519 x10%, logfc = -3.1882), PNPLAS5 (p value = 3.314 x10%, logfc = -4.2126), SOX9-AS1 (p value = 8.702 x 107, logfc = -2,3383),
THRSP (p value =4.101 x 10-48, logfc = -5.4498), play a crucial role in metabolic pathways. In particular, FA2H, FADS2, MOGAT2, HSD3B1, THRSP,

PNPLAS5 are important for the metabolism of lipids while IYD participates in thyroxine biosynthesis and metabolism of amine-derived hormones.
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