
Supplementary Figure S3. VAF of somatic variants passing the quality filter (see methods) of the patient´s tumor (IV-1; A) and his sister´s tumor (IV-2; B). 

Regions showing CN variation and/or LOH events are marked in salmon color. Variants with VAFs assigned to early and late events in the patient’s tumor 

are shown in black boxes. Variants with VAF considered possible artefacts are shown in dashed boxes (IV-1, A; IV-2, B). For mutational signature analysis 

variants located in regions with CN variation and/or LOH (highlighted in salmon) were omitted.


