
Aligned	using	an	external	algorithm

1. WP_103592558.1	hypothetical	protein	[Bacillus	thuringiensis]
2. WP_001196891.1	hypothetical	protein	[Bacillus	thuringiensis]
3. WP_043936493.1	MULTISPECIES:	hypothetical	protein	[unclassified	Bacillus	(in:	Bacteria)]
4. WP_214931495.1	hypothetical	protein	[Bacillus	sp.	ISL-8]
5. WP_098223856.1	hypothetical	protein	[Bacillus	thuringiensis]
6. WP_198130194.1	hypothetical	protein	[Bacillus	thuringiensis]
7. WP_150159506.1	hypothetical	protein	[Bacillus	cereus]
8. WP_001196890.1	MULTISPECIES:	hypothetical	protein	[Bacillaceae]
9. WP_151619209.1	hypothetical	protein	[Bacillus	cereus]
10. WP_087876301.1	hypothetical	protein	[Bacillus	thuringiensis]
11. WP_242555206.1	hypothetical	protein	[Bacillus	cereus]
12. WP_118415087.1	hypothetical	protein	[Bacillus	thuringiensis]
13. WP_153599337.1	hypothetical	protein	[Bacillus	thuringiensis]
14. WP_093290892.1	hypothetical	protein	[Thermoactinomyces	sp.	DSM	45892]
15. WP_090719323.1	hypothetical	protein	[Nitrosomonas	sp.	Nm166]
16. WP_090657007.1	hypothetical	protein	[Nitrosomonas	marina]
17. WP_090629228.1	hypothetical	protein	[Nitrosomonas	marina]
18. WP_090698829.1	hypothetical	protein	[Nitrosomonas	aestuarii]
19. MCB1985445.1	hypothetical	protein	[Nitrosomonas	sp.]
20. MCO6429124.1	hypothetical	protein	[Nitrosomonas	communis]
21. SER17553.1	hypothetical	protein	SAMN05421690_10118	[Nitrosomonas	sp.	Nm51]
22. WP_143058755.1	hypothetical	protein	[Nitrosomonas	marina]
23. WP_143057368.1	hypothetical	protein	[Nitrosomonas	sp.	Nm51]
24. MCP5243701.1	hypothetical	protein	[Burkholderiales	bacterium]
25. WP_090698296.1	hypothetical	protein	[Nitrosomonas	aestuarii]
26. WP_090634528.1	hypothetical	protein	[Nitrosomonas	marina]
27. WP_090331542.1	hypothetical	protein	[Nitrosomonas	sp.	Nm51]
28. MCB1948730.1	hypothetical	protein	[Nitrosomonas	sp.]
29. MBV6516776.1	hypothetical	protein	[Planctomycetes	bacterium]
30. NUO17800.1	hypothetical	protein	[Planctomycetaceae	bacterium]
31. MCC6151602.1	hypothetical	protein	[Planctomycetes	bacterium]
32. MCC6149736.1	hypothetical	protein	[Planctomycetes	bacterium]
33. MBP9893028.1	hypothetical	protein	[Planctomycetes	bacterium]
34. MCA8919643.1	hypothetical	protein	[Planctomycetes	bacterium]
35. MCQ3948913.1	hypothetical	protein	[Planctomycetes	bacterium]
36. WP_254705115.1	hypothetical	protein	[Bacillus	thuringiensis]
37. MCC7510907.1	hypothetical	protein	[Planctomycetes	bacterium]
38. KAA0216165.1	hypothetical	protein	EDM80_04610	[bacterium]
39. WP_199019276.1	hypothetical	protein	[Paenibacillus	roseus]
40. MBK8207208.1	hypothetical	protein	[Planctomycetes	bacterium]
41. WP_199019274.1	hypothetical	protein	[Paenibacillus	roseus]
42. MCC7507738.1	hypothetical	protein	[Planctomycetes	bacterium]
43. MCC7508108.1	hypothetical	protein	[Planctomycetes	bacterium]
44. MBK8206537.1	hypothetical	protein	[Planctomycetes	bacterium]
45. MBP9891346.1	hypothetical	protein	[Planctomycetes	bacterium]
46. MBK8206605.1	hypothetical	protein	[Planctomycetes	bacterium]
47. MBE7490899.1	hypothetical	protein	[Planctomycetes	bacterium]
48. MBK8207622.1	hypothetical	protein	[Planctomycetes	bacterium]
49. MBK8205278.1	hypothetical	protein	[Planctomycetes	bacterium]
50. MCC7509103.1	hypothetical	protein	[Planctomycetes	bacterium]
51. MCB9934236.1	hypothetical	protein	[Planctomycetes	bacterium]
52. KAA0210941.1	hypothetical	protein	EDM80_12875	[bacterium]
53. MCC6742171.1	hypothetical	protein	[Planctomycetia	bacterium]
54. MCB9894499.1	hypothetical	protein	[Planctomycetes	bacterium]
55. MCC6742172.1	hypothetical	protein	[Planctomycetia	bacterium]
56. MCQ3951076.1	hypothetical	protein	[Planctomycetes	bacterium]
57. MCC6687398.1	hypothetical	protein	[Fimbriimonadaceae	bacterium]
58. MCB9935966.1	hypothetical	protein	[Planctomycetes	bacterium]
59. NUN50366.1	hypothetical	protein	[Candidatus	Brocadiae	bacterium]
60. MBX3458745.1	hypothetical	protein	[Planctomycetes	bacterium]
61. MCE9583168.1	hypothetical	protein	[Planctomycetes	bacterium]
62. MCC7510851.1	hypothetical	protein	[Planctomycetes	bacterium]
63. MBP9891054.1	hypothetical	protein	[Planctomycetes	bacterium]
64. MCE9583169.1	phage	major	capsid	protein	[Planctomycetes	bacterium]
65. NUN50365.1	hypothetical	protein	[Candidatus	Brocadiae	bacterium]
66. MCA8918287.1	hypothetical	protein	[Planctomycetes	bacterium]
67. MBX3461049.1	hypothetical	protein	[Planctomycetes	bacterium]
68. KAF0245036.1	hypothetical	protein	FD180_1973	[Planctomycetes	bacterium]
69. MCC6738530.1	hypothetical	protein	[Planctomycetia	bacterium]
70. MCC6149762.1	hypothetical	protein	[Planctomycetes	bacterium]
71. MCQ3949629.1	hypothetical	protein	[Planctomycetes	bacterium]
72. NUO16364.1	hypothetical	protein	[Planctomycetaceae	bacterium]
73. CAG0962046.1	hypothetical	protein	PLCT2_00815	[Planctomycetaceae	bacterium]
74. WP_002731357.1	hypothetical	protein	[Magnetospirillum	molischianum]
75. MBX3459031.1	hypothetical	protein	[Planctomycetes	bacterium]
76. MCQ3948721.1	hypothetical	protein	[Planctomycetes	bacterium]
77. MCB9933912.1	hypothetical	protein	[Planctomycetes	bacterium]
78. MBO6507501.1	phage	major	capsid	protein	[Roseibium	sp.]
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79. KAA0209033.1	hypothetical	protein	EDM80_15205,	partial	[bacterium]
80. WP_238616883.1	phage	major	capsid	protein	[Ectothiorhodospira	shaposhnikovii]
81. NQZ53225.1	phage	major	capsid	protein	[Piscirickettsiaceae	bacterium]
82. WP_199153549.1	hypothetical	protein	[Chromobacterium	sp.	ASV23]
83. TDW20413.1	hypothetical	protein	EV128_12543	[Rhizobium	azibense]
84. WP_221103340.1	phage	major	capsid	protein	[Rhizobium	bangladeshense]
85. WP_221122355.1	phage	major	capsid	protein	[Rhizobium	lentis]
86. QIG69072.1	major	capsid	protein	[Rhizobium	phage	RHph_N1_10]
87. MBP9891731.1	hypothetical	protein	[Planctomycetes	bacterium]
88. MCA8917006.1	hypothetical	protein	[Planctomycetes	bacterium]
89. QIG75611.1	major	capsid	protein	[Rhizobium	phage	RHph_Y2_11]
90. WP_092498438.1	phage	major	capsid	protein	[Chelativorans	sp.	A52C2]
91. MCB9936365.1	hypothetical	protein	[Planctomycetes	bacterium]
92. CAG0968390.1	hypothetical	protein	PLCT2_01190	[Planctomycetaceae	bacterium]
93. MCC6150886.1	hypothetical	protein	[Planctomycetes	bacterium]
94. WP_045991564.1	phage	capsid	protein	[Halomonas	sp.	S2151]
95. WP_065784019.1	MULTISPECIES:	phage	capsid	protein	[unclassified	Ensifer]
96. WP_144196640.1	phage	major	capsid	protein	[Cupriavidus	campinensis]
97. WP_253399773.1	hypothetical	protein	[Methylorubrum	extorquens]
98. YP_009620683.1	major	capsid	protein	[Pseudomonas	phage	nickie]
99. AMB48270.1	phage	capsid	protein	[Methylobacterium	sp.	AMS5]
100. UKL14918.1	major	capsid	protein	[Pseudomonas	phage	hairong]
101. WP_026610715.1	hypothetical	protein	[Methylocaldum	szegediense]
102. MCC6152092.1	hypothetical	protein	[Planctomycetes	bacterium]
103. UIS24576.1	major	capsid	protein	[Pseudomonas	phage	ZY21]
104. WP_247125312.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
105. WP_031986190.1	phage	capsid	protein	[Acinetobacter	baumannii]
106. MBP4651980.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
107. MCL2874769.1	phage	major	capsid	protein	[Betaproteobacteria	bacterium]
108. WP_176966547.1	phage	major	capsid	protein,	partial	[Acinetobacter	baumannii]
109. HAV4743116.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
110. WP_001130341.1	MULTISPECIES:	hypothetical	protein	[Acinetobacter]
111. WP_224446258.1	hypothetical	protein	[Cupriavidus	metallidurans]
112. WP_252429529.1	hypothetical	protein,	partial	[Acinetobacter	baumannii]
113. MBQ0662298.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
114. EIU0976857.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
115. WP_115292648.1	phage	major	capsid	protein	[Pseudomonas	mendocina]
116. DAP19794.1	TPA:	MAG	TPA:	major	capsid	protein	[Siphoviridae	sp.]
117. WP_161289910.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
118. WP_001130337.1	hypothetical	protein	[Acinetobacter	baumannii]
119. DAM63278.1	TPA:	MAG	TPA:	major	capsid	protein	[Siphoviridae	sp.]
120. WP_063664455.1	phage	major	capsid	protein	[Comamonas	thiooxydans]
121. WP_252436504.1	phage	major	capsid	protein,	partial	[Acinetobacter	baumannii]
122. WP_104915983.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
123. WP_151708812.1	phage	major	capsid	protein	[Acinetobacter	brisouii]
124. WP_031980863.1	phage	capsid	protein	[Acinetobacter	baumannii]
125. WP_023897583.1	hypothetical	protein	[Acinetobacter	baumannii]
126. HAV4899581.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
127. WP_042670060.1	phage	capsid	protein	[Methylobacterium	sp.	B34]
128. WP_209651035.1	MULTISPECIES:	hypothetical	protein	[Methylobacterium]
129. WP_124618513.1	phage	major	capsid	protein	[Burkholderia	contaminans]
130. WP_059608968.1	hypothetical	protein	[Burkholderia	anthina]
131. WP_059789217.1	hypothetical	protein	[Burkholderia	sp.	MSMB1072]
132. EGY2841718.1	phage	major	capsid	protein	[Acinetobacter	baumannii]
133. MCK9569022.1	phage	major	capsid	protein	[Candidatus	Pacearchaeota	archaeon]
134. WP_059858205.1	hypothetical	protein	[Burkholderia	cepacia]
135. WP_252414503.1	phage	major	capsid	protein,	partial	[Acinetobacter	baumannii]
136. DAS20049.1	TPA:	MAG	TPA:	major	capsid	protein	[Siphoviridae	sp.]
137. WP_093294920.1	phage	major	capsid	protein	[Sphingomonas	sp.	NFR04]
138. WP_102064968.1	phage	major	capsid	protein	[Ralstonia	pickettii]
139. WP_247300523.1	hypothetical	protein	[Bradyrhizobium	sp.	179]
140. WP_047884360.1	hypothetical	protein	[Photobacterium	ganghwense]
141. WP_187057131.1	phage	major	capsid	protein	[Dyella	telluris]
142. WP_155041137.1	phage	major	capsid	protein	[Paracoccus	litorisediminis]
143. WP_207104130.1	phage	major	capsid	protein	[Photobacterium	ganghwense]
144. RWB95541.1	phage	major	capsid	protein	[Mesorhizobium	sp.]
145. WP_150063515.1	phage	major	capsid	protein	[Roseospira	marina]
146. HIV77377.1	hypothetical	protein	[Candidatus	Sphingomonas	excrementigallinarum]
147. WP_097566451.1	phage	major	capsid	protein	[Cronobacter	sakazakii]
148. WP_166500133.1	phage	major	capsid	protein	[Cronobacter	sakazakii]
149. WP_216296239.1	phage	major	capsid	protein	[Cronobacter	sakazakii]
150. WP_080953189.1	phage	capsid	protein	[Cronobacter	sakazakii]
151. HAV7489798.1	phage	major	capsid	protein	[Escherichia	coli]
152. WP_161580717.1	phage	major	capsid	protein	[Cronobacter	muytjensii]
153. RWI35418.1	phage	major	capsid	protein	[Mesorhizobium	sp.]
154. WP_130097775.1	MULTISPECIES:	phage	major	capsid	protein	[Citrobacter]
155. EFG0346231.1	phage	major	capsid	protein	[Escherichia	coli]
156. WP_029590302.1	MULTISPECIES:	hypothetical	protein	[Cronobacter]
157. WP_085044976.1	phage	capsid	protein	[Cronobacter	sakazakii]
158. WP_052904762.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
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159. WP_014962239.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
160. WP_052904335.1	hypothetical	protein	[Escherichia	coli]
161. WP_059296125.1	phage	capsid	protein,	partial	[Acinetobacter	baumannii]
162. MBE0438045.1	phage	major	capsid	protein	[Methylomicrobium	sp.]
163. WP_052983289.1	hypothetical	protein	[Shigella	sonnei]
164. WP_105875125.1	phage	major	capsid	protein	[Cronobacter	malonaticus]
165. WP_080817813.1	phage	capsid	protein	[Cronobacter	sakazakii]
166. WP_029463964.1	MULTISPECIES:	hypothetical	protein	[Cronobacter]
167. WP_209732192.1	phage	major	capsid	protein	[Cronobacter	sakazakii]
168. WP_032969640.1	hypothetical	protein	[Cronobacter	malonaticus]
169. WP_080781210.1	phage	capsid	protein	[Cronobacter	sakazakii]
170. WP_096095769.1	phage	major	capsid	protein	[Escherichia	coli]
171. WP_076734789.1	phage	capsid	protein	[Cronobacter	sakazakii]
172. EFF6507864.1	phage	major	capsid	protein	[Escherichia	coli]
173. HAL3311757.1	phage	major	capsid	protein	[Escherichia	coli]
174. UTU32364.1	phage	major	capsid	protein	[Escherichia	coli]
175. MCK2723972.1	phage	major	capsid	protein	[Escherichia	coli]
176. EGS6838749.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Agona]
177. WP_244079899.1	phage	major	capsid	protein	[Escherichia	coli]
178. EHC2975283.1	phage	major	capsid	protein	[Shigella	sonnei]
179. WP_069127011.1	phage	capsid	protein	[Klebsiella	pneumoniae]
180. EDZ1273658.1	phage	major	capsid	protein	[Salmonella	enterica]
181. WP_193125375.1	phage	major	capsid	protein	[Escherichia	coli]
182. EJF8070929.1	phage	major	capsid	protein	[Escherichia	coli]
183. WP_161620577.1	phage	major	capsid	protein	[Escherichia	coli]
184. EFJ2838014.1	phage	major	capsid	protein	[Escherichia	coli]
185. EJK5757188.1	phage	major	capsid	protein	[Escherichia	coli]
186. EIH9371074.1	phage	major	capsid	protein	[Escherichia	coli]
187. WP_001130339.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
188. MHX32748.1	phage	major	capsid	protein	[Escherichia	coli]
189. WP_072644904.1	phage	capsid	protein	[Escherichia	coli]
190. MBC7264957.1	phage	major	capsid	protein	[Chloroflexi	bacterium]
191. HBL6848639.1	phage	major	capsid	protein	[Escherichia	coli]
192. WP_062120516.1	phage	major	capsid	protein	[Aureimonas	sp.	AU40]
193. HAH5045117.1	phage	major	capsid	protein	[Escherichia	coli]
194. WP_243540855.1	phage	major	capsid	protein	[Escherichia	coli]
195. WP_112901748.1	phage	major	capsid	protein	[Escherichia	coli]
196. EIT7775743.1	phage	major	capsid	protein	[Escherichia	coli]
197. EFV7979351.1	phage	major	capsid	protein	[Shigella	sonnei]
198. WP_042063131.1	hypothetical	protein	[Escherichia	coli]
199. EEZ8393064.1	phage	major	capsid	protein	[Escherichia	coli]
200. EEY7369300.1	phage	major	capsid	protein	[Escherichia	coli]
201. EFG0309418.1	phage	major	capsid	protein	[Escherichia	coli]
202. WP_182552267.1	phage	major	capsid	protein	[Phyllobacterium	myrsinacearum]
203. WP_063091425.1	hypothetical	protein	[Escherichia	coli]
204. CAB4122113.1	hypothetical	protein	UFOVP26_79	[uncultured	Caudovirales	phage]
205. WP_112043712.1	phage	major	capsid	protein	[Escherichia	coli]
206. HBB7811611.1	phage	major	capsid	protein	[Escherichia	coli]
207. WP_001130338.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
208. HAJ7535281.1	phage	major	capsid	protein	[Escherichia	coli]
209. WP_096165287.1	phage	major	capsid	protein	[Escherichia	coli]
210. WP_085457360.1	phage	capsid	protein	[Escherichia	coli]
211. WP_032328869.1	hypothetical	protein	[Escherichia	coli]
212. WP_053904528.1	MULTISPECIES:	hypothetical	protein	[Escherichia]
213. MBB0544530.1	phage	major	capsid	protein	[Escherichia	coli]
214. EFK7891705.1	phage	major	capsid	protein	[Escherichia	coli]
215. EAB8604575.1	phage	major	capsid	protein	[Shigella	sonnei]
216. WP_149556591.1	phage	major	capsid	protein	[Escherichia	coli]
217. WP_149540218.1	phage	major	capsid	protein	[Escherichia	albertii]
218. EFH9124402.1	phage	major	capsid	protein	[Escherichia	coli]
219. WP_052988632.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
220. WP_247150342.1	phage	major	capsid	protein	[Escherichia	coli]
221. WP_094259633.1	phage	major	capsid	protein	[Escherichia	coli]
222. WP_061158051.1	hypothetical	protein	[Escherichia	coli]
223. WP_033803025.1	hypothetical	protein	[Escherichia	coli]
224. MBZ8365671.1	phage	major	capsid	protein	[Escherichia	coli]
225. WP_203054096.1	phage	major	capsid	protein	[Escherichia	coli]
226. EFC1505940.1	phage	major	capsid	protein	[Escherichia	coli]
227. WP_134894003.1	phage	major	capsid	protein	[Escherichia	coli]
228. WP_251569595.1	hypothetical	protein	[Parasutterella	sp.	DSM	108034]
229. HBU8289600.1	phage	major	capsid	protein	[Escherichia	coli]
230. WP_160334835.1	phage	major	capsid	protein	[Parasutterella	sp.	NM82_D38]
231. HBH5230159.1	phage	major	capsid	protein	[Escherichia	coli]
232. WP_106889102.1	phage	major	capsid	protein	[Escherichia	coli]
233. HAM5980914.1	phage	major	capsid	protein	[Escherichia	coli]
234. WP_161623763.1	phage	major	capsid	protein	[Escherichia	coli]
235. EFF1057382.1	phage	major	capsid	protein	[Escherichia	coli]
236. EFZ7197477.1	phage	major	capsid	protein	[Shigella	sonnei]
237. WP_231351989.1	phage	major	capsid	protein	[Escherichia	coli]
238. WP_193119742.1	phage	major	capsid	protein	[Escherichia	coli]
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239. WP_252127766.1	phage	major	capsid	protein	[Thermomicrobium	sp.	CFH	73360]
240. EFW0034188.1	phage	major	capsid	protein	[Shigella	sonnei]
241. EJE3861318.1	phage	major	capsid	protein	[Escherichia	coli]
242. WP_085458157.1	MULTISPECIES:	phage	capsid	protein	[Escherichia]
243. WP_094337983.1	MULTISPECIES:	phage	major	capsid	protein	[Escherichia]
244. WP_053886737.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
245. MCN1174709.1	phage	major	capsid	protein	[Escherichia	coli]
246. WP_152935148.1	phage	major	capsid	protein	[Escherichia	coli]
247. EFX2756071.1	phage	major	capsid	protein	[Shigella	sonnei]
248. EFC0466466.1	phage	major	capsid	protein	[Escherichia	coli]
249. MCN4038342.1	phage	major	capsid	protein	[Escherichia	coli]
250. EFD9355743.1	phage	major	capsid	protein	[Escherichia	coli]
251. WP_097497792.1	phage	major	capsid	protein	[Escherichia	coli]
252. EFA9209962.1	phage	major	capsid	protein	[Escherichia	coli]
253. HBB1414416.1	phage	major	capsid	protein	[Escherichia	coli]
254. HAO7436534.1	phage	major	capsid	protein	[Escherichia	coli]
255. HAW3037422.1	phage	major	capsid	protein	[Escherichia	coli]
256. HAW1565627.1	phage	major	capsid	protein	[Escherichia	coli]
257. WP_032187309.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
258. EEQ2490861.1	phage	major	capsid	protein	[Escherichia	coli]
259. WP_053900371.1	hypothetical	protein	[Escherichia	coli]
260. WP_109949435.1	phage	major	capsid	protein	[Escherichia	coli]
261. HCC6220448.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
262. HAN9820645.1	phage	major	capsid	protein	[Escherichia	coli]
263. WP_046622184.1	MULTISPECIES:	hypothetical	protein	[Enterobacter	cloacae	complex]
264. WP_039264878.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
265. WP_113613520.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
266. EEV7694734.1	phage	major	capsid	protein	[Escherichia	coli]
267. WP_072124166.1	phage	capsid	protein	[Klebsiella	variicola]
268. WP_048292500.1	hypothetical	protein	[Klebsiella	pneumoniae]
269. WP_247188155.1	phage	major	capsid	protein	[Escherichia	coli]
270. DAE04111.1	TPA:	MAG	TPA:	major	capsid	protein	[Siphoviridae	sp.	ctmpG14]
271. WP_001405040.1	hypothetical	protein	[Escherichia	coli]
272. WP_065304476.1	phage	capsid	protein	[Escherichia	coli]
273. HBZ3184842.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
274. WP_119127007.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
275. EIM7866883.1	phage	major	capsid	protein	[Escherichia	coli]
276. WP_001130340.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
277. WP_202979481.1	phage	major	capsid	protein	[Escherichia	coli]
278. HAT3636238.1	phage	major	capsid	protein	[Raoultella	ornithinolytica]
279. EFI9420290.1	phage	major	capsid	protein	[Escherichia	coli]
280. WP_126646421.1	phage	major	capsid	protein	[Escherichia	coli]
281. WP_252461054.1	phage	major	capsid	protein,	partial	[Acinetobacter	baumannii]
282. WP_221016063.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
283. EFK0326126.1	phage	major	capsid	protein	[Escherichia	coli]
284. HAJ7861025.1	phage	major	capsid	protein	[Escherichia	coli]
285. EHH5028748.1	phage	major	capsid	protein	[Escherichia	coli]
286. HAU5664456.1	phage	major	capsid	protein	[Citrobacter	freundii]
287. EAB6775759.1	phage	major	capsid	protein	[Escherichia	coli]
288. EBZ0832066.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Java]
289. WP_064343494.1	MULTISPECIES:	hypothetical	protein	[Klebsiella]
290. WP_087507360.1	phage	capsid	protein	[Escherichia	coli]
291. WP_236525880.1	phage	major	capsid	protein	[Escherichia	coli]
292. WP_096178288.1	phage	major	capsid	protein	[Escherichia	coli]
293. WP_104074192.1	phage	major	capsid	protein	[Escherichia	coli]
294. HAL2790855.1	phage	major	capsid	protein	[Escherichia	coli]
295. HBR7729850.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
296. WP_221012288.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
297. HBV4481339.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
298. EFF2501934.1	phage	major	capsid	protein	[Escherichia	coli]
299. EIW9109236.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
300. HAO3297438.1	phage	major	capsid	protein	[Escherichia	coli]
301. WP_064165097.1	hypothetical	protein	[Klebsiella	pneumoniae]
302. QJJ61945.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
303. WP_089075232.1	phage	major	capsid	protein	[Escherichia	coli]
304. WP_097307300.1	phage	major	capsid	protein	[Escherichia	coli]
305. HBR4262047.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
306. WP_004109857.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
307. EEO4716749.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Tennessee]
308. HBT8335443.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
309. EHK0743263.1	phage	major	capsid	protein	[Salmonella	enterica]
310. WP_006812514.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
311. WP_054625182.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
312. WP_032217427.1	hypothetical	protein	[Escherichia	coli]
313. EET8203310.1	phage	major	capsid	protein	[Escherichia	coli]
314. WP_045339225.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
315. EIH0829516.1	phage	major	capsid	protein	[Escherichia	coli]
316. CAF2811462.1	hypothetical	protein	AI2925V1_5194	[Klebsiella	pneumoniae]
317. EJG5508613.1	phage	major	capsid	protein	[Salmonella	enterica]
318. WP_194797343.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
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319. WP_078207497.1	phage	capsid	protein	[Escherichia	coli]
320. WP_016607444.1	hypothetical	protein	[Yersinia	pestis]
321. WP_204363305.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
322. EBK5293162.1	phage	major	capsid	protein	[Salmonella	enterica]
323. WP_063929200.1	hypothetical	protein	[Enterobacter	hormaechei]
324. EEZ8608344.1	phage	major	capsid	protein	[Escherichia	coli]
325. WP_096842503.1	phage	major	capsid	protein	[Escherichia	coli]
326. HBX2495344.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
327. WP_065519942.1	phage	capsid	protein	[Klebsiella	pneumoniae]
328. WP_086910796.1	MULTISPECIES:	phage	capsid	protein	[Klebsiella]
329. WP_040110313.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
330. WP_194304202.1	phage	major	capsid	protein	[Enterobacter	hormaechei]
331. WP_116431201.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
332. WP_001130336.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
333. WP_250209263.1	phage	major	capsid	protein	[Enterobacter	cloacae]
334. WP_023316010.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
335. ECB7446470.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Braenderup]
336. HAM5174158.1	phage	major	capsid	protein	[Escherichia	coli]
337. EHR3333785.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Senftenberg]
338. HBV3788408.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
339. EBS8359733.1	phage	major	capsid	protein	[Salmonella	enterica]
340. WP_159115294.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
341. WP_060458874.1	MULTISPECIES:	hypothetical	protein	[Enterobacter	cloacae	complex]
342. EET8285689.1	phage	major	capsid	protein	[Escherichia	coli]
343. WP_002211784.1	MULTISPECIES:	hypothetical	protein	[Gammaproteobacteria]
344. WP_072105584.1	phage	capsid	protein	[Enterobacter	cloacae]
345. WP_150006605.1	phage	major	capsid	protein,	partial	[Klebsiella	pneumoniae]
346. WP_175617232.1	phage	major	capsid	protein	[Escherichia	coli]
347. WP_192856648.1	phage	major	capsid	protein,	partial	[Escherichia	coli]
348. EHJ4216072.1	phage	major	capsid	protein	[Salmonella	enterica]
349. WP_227899545.1	phage	major	capsid	protein	[Escherichia	coli]
350. HCD2326535.1	phage	major	capsid	protein	[Enterobacter	hormaechei]
351. WP_086374674.1	phage	capsid	protein,	partial	[Acinetobacter	baumannii]
352. EDQ0380811.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Oslo]
353. BDD45295.1	hypothetical	protein	17	[bacterium]
354. HBT7858040.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
355. WP_060453932.1	MULTISPECIES:	hypothetical	protein	[Enterobacteriaceae]
356. EAA4173638.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica]
357. HBQ8554378.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
358. WP_247156820.1	phage	major	capsid	protein	[Escherichia	coli]
359. HBV0452233.1	phage	major	capsid	protein	[Escherichia	coli]
360. EDW0215574.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica]
361. WP_046083837.1	hypothetical	protein	[Escherichia	fergusonii]
362. EIW8542850.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
363. HAK0268282.1	phage	major	capsid	protein	[Salmonella	enterica]
364. EGK6915180.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Enteritidis]
365. WP_071692149.1	phage	capsid	protein	[Citrobacter	portucalensis]
366. EBN2282108.1	phage	major	capsid	protein	[Salmonella	enterica]
367. EDQ3388105.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	houtenae]
368. ECT3984105.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	houtenae	serovar	53:z4,z23:-]
369. EBV1651518.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Bareilly]
370. WP_042863544.1	hypothetical	protein	[Enterobacter	hormaechei]
371. WP_048231968.1	MULTISPECIES:	hypothetical	protein	[Citrobacter	freundii	complex]
372. EEP8077587.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Braenderup]
373. WP_016587721.1	hypothetical	protein	[Yersinia	pestis]
374. HAX9983652.1	phage	major	capsid	protein	[Escherichia	coli]
375. WP_075191900.1	MULTISPECIES:	phage	capsid	protein	[Cronobacter]
376. HAY3994692.1	phage	major	capsid	protein	[Escherichia	coli]
377. MBO9360510.1	phage	major	capsid	protein	[Thermomicrobium	sp.]
378. HAD4280041.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Typhi	str.	CT18]
379. HBY0825155.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
380. EBH6160155.1	phage	major	capsid	protein	[Salmonella	enterica]
381. WP_023221754.1	hypothetical	protein	[Salmonella	enterica]
382. MCK5604243.1	phage	major	capsid	protein	[Candidatus	Pacearchaeota	archaeon]
383. EHD3174008.1	phage	major	capsid	protein	[Salmonella	enterica]
384. ECQ3861573.1	phage	major	capsid	protein	[Salmonella	enterica]
385. EGQ6262282.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Enteritidis]
386. WP_114569653.1	phage	major	capsid	protein	[Escherichia	coli]
387. WP_028449712.1	phage	major	capsid	protein	[Chitinibacter	tainanensis]
388. ECC6545565.1	phage	major	capsid	protein	[Salmonella	enterica]
389. MCM6396231.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
390. RPJ40005.1	phage	major	capsid	protein	[Planctomycetaceae	bacterium]
391. EAB0133809.1	phage	major	capsid	protein	[Salmonella	enterica]
392. HCH9832956.1	phage	major	capsid	protein	[Salmonella	enterica]
393. WP_169724898.1	phage	major	capsid	protein	[Enterobacter	hormaechei]
394. ECG2845924.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Manhattan]
395. EBX1374166.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Newport]
396. HAX2345276.1	phage	major	capsid	protein	[Escherichia	coli]
397. UQM93941.1	major	head	protein	[Stenotrophomonas	phage	vB_Sm_QDWS359]
398. EEU2445140.1	phage	major	capsid	protein	[Escherichia	coli]
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399. EBS5432372.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Alachua]
400. EAX1817979.1	phage	major	capsid	protein	[Salmonella	enterica]
401. EBR9946236.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Krefeld]
402. HBC0308464.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Napoli]
403. HBZ3547779.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
404. MCB2982456.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
405. EER4805513.1	phage	major	capsid	protein	[Escherichia	coli]
406. EGO4917944.1	phage	major	capsid	protein	[Salmonella	enterica]
407. HBV9739600.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
408. HAD4904499.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Typhi	str.	CT18]
409. EAB5862671.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica]
410. WP_079825253.1	phage	capsid	protein	[Salmonella	enterica]
411. EBE2364545.1	phage	major	capsid	protein	[Salmonella	enterica]
412. EBR8005981.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Saintpaul]
413. EFO0755060.1	phage	major	capsid	protein	[Escherichia	coli]
414. WP_063592850.1	hypothetical	protein	[Salmonella	enterica]
415. EDK9786262.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Give]
416. ECD3753536.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Orion]
417. HBN7443553.1	phage	major	capsid	protein	[Escherichia	coli]
418. WP_252044140.1	phage	major	capsid	protein	[Enterobacter	asburiae]
419. QHJ78809.1	hypothetical	protein	[Bacteriophage	sp.]
420. EBC2961021.1	phage	major	capsid	protein	[Salmonella	enterica]
421. EGS7371949.1	phage	major	capsid	protein	[Escherichia	coli]
422. EEW0868939.1	phage	major	capsid	protein	[Escherichia	coli]
423. HBQ4879992.1	phage	major	capsid	protein	[Escherichia	coli]
424. EDZ5493145.1	phage	major	capsid	protein	[Salmonella	enterica]
425. EFV9537430.1	phage	major	capsid	protein	[Shigella	sonnei]
426. EFH0306860.1	phage	major	capsid	protein	[Escherichia	coli]
427. EFW4078867.1	phage	major	capsid	protein	[Shigella	sonnei]
428. EDU5118278.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Anatum]
429. EEV7166997.1	phage	major	capsid	protein	[Escherichia	coli]
430. HBE0118361.1	phage	major	capsid	protein	[Shigella	sonnei]
431. EAQ8609054.1	phage	major	capsid	protein	[Salmonella	enterica]
432. QXN72400.1	major	capsid	protein	[Rhodobacter	phage	RcSimone-Hastad]
433. EFO1692251.1	phage	major	capsid	protein	[Escherichia	coli]
434. MBD7755531.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
435. WP_102003656.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
436. EEA1371212.1	phage	major	capsid	protein	[Salmonella	enterica]
437. MBA8354127.1	phage	major	capsid	protein	[Escherichia	coli]
438. EGI1978062.1	phage	major	capsid	protein	[Salmonella	enterica]
439. DAJ05229.1	TPA:	MAG	TPA:	major	capsid	protein	[Siphoviridae	sp.]
440. EJF9244945.1	phage	major	capsid	protein	[Escherichia	coli]
441. WP_015922589.1	phage	major	capsid	protein	[Thermomicrobium	roseum]
442. WP_181374643.1	phage	major	capsid	protein	[Pectobacterium	carotovorum]
443. HCH7946627.1	phage	major	capsid	protein	[Escherichia	coli]
444. WP_223762983.1	phage	major	capsid	protein	[Corallococcus	sp.	AS-1-6]
445. MBW2636049.1	phage	major	capsid	protein	[Deltaproteobacteria	bacterium]
446. EET1013303.1	phage	major	capsid	protein	[Escherichia	coli]
447. EIQ1087120.1	phage	major	capsid	protein	[Escherichia	coli]
448. MCM8749459.1	phage	major	capsid	protein	[Thermomicrobiaceae	bacterium	CFH	74404]
449. EJA7649394.1	phage	major	capsid	protein	[Escherichia	coli]
450. EIT1058465.1	phage	major	capsid	protein	[Escherichia	coli]
451. GBD19714.1	hypothetical	protein	HRbin28_00148	[bacterium	HR28]
452. MBX5446219.1	phage	major	capsid	protein	[Sphaerobacter	sp.]
453. EJA5029925.1	phage	major	capsid	protein	[Salmonella	enterica]
454. YP_009996955.1	major	head	protein	[Xanthomonas	phage	Xoo-sp2]
455. WP_224020286.1	hypothetical	protein	[Burkholderia	vietnamiensis]
456. HBQ7547743.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
457. EFC1758968.1	phage	major	capsid	protein	[Escherichia	coli]
458. EDU4451998.1	phage	major	capsid	protein	[Salmonella	enterica	subsp.	enterica	serovar	Anatum]
459. WP_153283238.1	phage	major	capsid	protein	[Variovorax	paradoxus]
460. HBB2595907.1	phage	major	capsid	protein	[Escherichia	coli]
461. YP_009997022.1	hypothetical	protein	JTY56_gp20	[Xanthomonas	phage	Bosa]
462. EEZ6802210.1	phage	major	capsid	protein	[Escherichia	coli]
463. MBX3473679.1	hypothetical	protein	[Planctomycetes	bacterium]
464. EFW0729459.1	phage	major	capsid	protein	[Shigella	sonnei]
465. EHL0287849.1	phage	major	capsid	protein	[Escherichia	coli]
466. EER8844980.1	phage	major	capsid	protein	[Escherichia	coli]
467. EFN9767071.1	phage	major	capsid	protein	[Escherichia	coli]
468. WP_137447163.1	phage	major	capsid	protein,	partial	[Escherichia	coli]
469. MCJ8600995.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
470. EFH8846498.1	phage	major	capsid	protein	[Escherichia	coli]
471. UAW07626.1	major	head	protein	[Pseudomonas	phage	AIIMS-Plu-RaNi]
472. WP_152881049.1	phage	major	capsid	protein	[Duganella	sp.	FT27W]
473. YP_009196268.1	major	head	protein	[Pseudomonas	phage	PaMx11]
474. EIB9668287.1	phage	major	capsid	protein	[Escherichia	coli]
475. HBL5398680.1	phage	major	capsid	protein	[Escherichia	coli]
476. UIS24744.1	major	head	protein	[Stenotrophomonas	phage	vB_SmaS-AXL_1]
477. CAH1069075.1	Uncharacterised	protein	[Acinetobacter	phage	MD-2021a]
478. WP_163998672.1	phage	major	capsid	protein	[Pyxidicoccus	caerfyrddinensis]
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479. URA07134.1	major	capsid	protein	[Xanthomonas	phage	Mallos]
480. YP_009996845.1	major	head	protein	[Pseudomonas	phage	Epa5]
481. EFC2304030.1	phage	major	capsid	protein	[Escherichia	coli]
482. EHH4005454.1	phage	major	capsid	protein	[Escherichia	coli]
483. WP_067370658.1	phage	capsid	protein	[Morganella	psychrotolerans]
484. EHW0876436.1	phage	major	capsid	protein	[Escherichia	coli]
485. WP_012870511.1	phage	major	capsid	protein	[Sphaerobacter	thermophilus]
486. WP_136134600.1	phage	major	capsid	protein	[Providencia	sp.	MGF014]
487. EDS1306404.1	phage	major	capsid	protein	[Salmonella	enterica]
488. WP_099110294.1	phage	major	capsid	protein	[Xenorhabdus	sp.	KJ12.1]
489. WP_038234216.1	hypothetical	protein	[Xenorhabdus	szentirmaii]
490. UGL62843.1	major	head	protein	[Xanthomonas	phage	MET13-T1]
491. EIH9254667.1	phage	major	capsid	protein	[Escherichia	coli]
492. WP_121762769.1	phage	major	capsid	protein	[Corallococcus	sp.	AB038B]
493. EFH8389121.1	phage	major	capsid	protein	[Escherichia	coli]
494. WP_038038123.1	phage	major	capsid	protein	[Thermorudis	peleae]
495. HBZ3723017.1	phage	major	capsid	protein	[Klebsiella	pneumoniae]
496. WP_064173653.1	hypothetical	protein,	partial	[Klebsiella	pneumoniae]
497. MCA1800049.1	phage	major	capsid	protein	[Actinomycetia	bacterium]
498. EFH8991876.1	phage	major	capsid	protein	[Escherichia	coli]
499. WP_047963505.1	hypothetical	protein	[Xenorhabdus	khoisanae]
500. QNN97178.1	hypothetical	protein	[Xanthomonas	phage	Xp12]
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MP L--------------------------------------------------- -- TNTQ
M--------------------------------------------------- S----LSN
MP--------------------------------------------------- ----AQN
MP L--------------------------------------------------- -- SPAQ
MP L------------MAN----------------------WQFRKENIEERER- -- SPAQ
M L--------------------------------------------------- S--- GSF
M LMRLHNLRMVAKMMRNVFMILVMNQVDIFFLGGVDFYHIESPALSTFFVGVN S--- GSF
M L-----MRMVAKMMRNVFMILVMNQVDIFFLGGVDFYHIESPALSTFFVGVN S--- GSF
M L--------------------------------------------------- S--- GGF
MP LLR--------------------------------------------------- -- TT
MP--------------------------------------------------- ----VTN

------------------------------------------------------------
M--------------------------------------------------- L----FSG
MP LL E--------------------------------------------------- -- VT
M--------------------------------------------------- A---QLAN
MP LL EE--------------------------------------------------- -- K
M LLR E--------------------------------------------------- A-- V
MP LLRE--------------------------------------------------- -- V
MP LL E--------------------------------------------------- -- MD
MP LL EE--------------------------------------------------- -- I
MP LL EE--------------------------------------------------- -- I
MP LL E--------------------------------------------------- -- ID
MP--------------------------------------------------- ---TSG-

------------------------------------------------------------
MP LL EE--------------------------------------------------- -- I
MP LL EE--------------------------------------------------- -- V

------------------------------------------------------------
MP--------------------------------------------------- ---TSG-
MP--------------------------------------------------- ---TSG-
MP LL E--------------------------------------------------- -- VQ
MP LL E--------------------------------------------------- -- IT
MP LLR E--------------------------------------------------- -- V
MP LL EE--------------------------------------------------- -- V
MP LLRE--------------------------------------------------- -- V
MP LLREE--------------------------------------------------- --
MP LLR--------------------------------------------------- -- TV
M LLR--------------------------------------------------- G-- AD
M L--------------------------------------------------- A--T GSA
MP LLRE--------------------------------------------------- -- V
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

LLREE-------------------------------------------------------
MP LL E--------------------------------------------------- -- KV
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LL E--------------------------------------------------- -- KV
MP LLREE-----------LL-------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP L R--------------------------------------------------- -- M DI
MP LLR E--------------------------------------------------- -- A
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- A
MP LL E--------------------------------------------------- -- KV
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LL EE--------------------------------------------------- -- V
MP LL EE--------------------------------------------------- -- V
MP LL E--------------------------------------------------- -- QA
MP LL E--------------------------------------------------- -- QA
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5

5

7

23

6

57

52

6

7

5

5

7

6

7

7
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7

7

7

7

5

7

7

5

5

7

7

7

7

7

7

7

7

7

7

7

7

5
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131
132
133
134
135
136
137
138
139
140
141
142
143
144
145
146
147
148
149
150
151
152
153
154
155
156
157
158
159
160
161
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170
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173
174
175
176
177
178
179
180
181
182
183
184
185
186
187
188
189
190
191
192
193
194
195
196
197
198

MP LL E--------------------------------------------------- -- QA
MP LL E--------------------------------------------------- -- QA
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------AS--ITFV
MP LL E--------------------------------------------------- -- QA
MP LLREE--------------------------------------------------- --
MP LL EE--------------------------------------------------- -- K
MP LLR E--------------------------------------------------- -- V
MP LLR E--------------------------------------------------- -- Q
MP LL E--------------------------------------------------- -- ET
MP LL E--------------------------------------------------- -- ID
MP LL E--------------------------------------------------- -- KV
MP LL E--------------------------------------------------- -- AA
MP LL E--------------------------------------------------- -- ID
MP LL E--------------------------------------------------- -- TT
MP LL E--------------------------------------------------- -- KV
MP LLR E--------------------------------------------------- -- V
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LL E--------------------------------------------------- -- TT
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LL E--------------------------------------------------- -- ID
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP L E--------------------------------------------------- -- SKT
MP LLREE--------------------------------------------------- --
MP LL EE--------------------------------------------------- -- V
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
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7

7

7

7

7

7

7

7
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7

7

7

7

7

7

7

7

7

7

7

7

7

7

7
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198
199
200
201
202
203
204
205
206
207
208
209
210
211
212
213
214
215
216
217
218
219
220
221
222
223
224
225
226
227
228
229
230
231
232
233
234
235
236
237
238
239
240
241
242
243
244
245
246
247
248
249
250
251
252
253
254
255
256
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259
260
261
262
263
264
265

MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LL EE--------------------------------------------------- -- V
MP LLREE--------------------------------------------------- --
M LLR E--------------------------------------------------- A-- V
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- A
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- A
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
M L E--------------------------------------------------- A-- TKA
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LREE--------------------------------------------------- --V
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
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265
266
267
268
269
270
271
272
273
274
275
276
277
278
279
280
281
282
283
284
285
286
287
288
289
290
291
292
293
294
295
296
297
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299
300
301
302
303
304
305
306
307
308
309
310
311
312
313
314
315
316
317
318
319
320
321
322
323
324
325
326
327
328
329
330
331
332

MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- A
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E-----------------------------------------------------------
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
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7

7

7

1
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7
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332
333
334
335
336
337
338
339
340
341
342
343
344
345
346
347
348
349
350
351
352
353
354
355
356
357
358
359
360
361
362
363
364
365
366
367
368
369
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371
372
373
374
375
376
377
378
379
380
381
382
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385
386
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388
389
390
391
392
393
394
395
396
397
398
399

MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D

------------------------------------------------------------
MP LLR E--------------------------------------------------- -- D

E------------M--------------------------------------SS--VTLL
LREE--------------------------------------------------------

MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
M L E--------------------------------------------------- A-- TKV
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------AS--VTLA
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LL--------------------------------------------------- -- QAV
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------AS--ITFA
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------SS--VTLA
MP LLREE--------------------------------------------------- --
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399
400
401
402
403
404
405
406
407
408
409
410
411
412
413
414
415
416
417
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420
421
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428
429
430
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439
440
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448
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456
457
458
459
460
461
462
463
464
465
466

MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D
M LL EE--------------------------------------------------- S-- V
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------PS--VTLT
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- A
MP LLREE--------------------------------------------------- --
M L E--------------------------------------------------- A-- TKV
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------PS--VILS
E------------M--------------------------------------AS--VTLA

MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E-------------------------------------------------------MTKV
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
M L E--------------------------------------------------- A-- TKV
M L E--------------------------------------------------- A-- TKV
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------SS--VTLA
MP LL E--------------------------------------------------- -- QA
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LL--------------------------------------------------- -- KAT
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------AS--VTLA
MP LLREE--------------------------------------------------- --

------------------------------------------------------------
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
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466
467
468
469
470
471
472
473
474
475
476
477
478
479
480
481
482
483
484
485
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487
488
489
490
491
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493
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495
496
497
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1
2
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4
5
6
7
8
9
10
11
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14
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16
17
18
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20
21
22
23
24
25
26
27

MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------AS--VTLV
MP LLR E--------------------------------------------------- -- T

E------------M--------------------------------------AS--VTLV
MP LLREE--------------------------------------------------- --
MP LLR E--------------------------------------------------- -- D

E------------M--------------------------------------AS--VTLA
E------------M--------------------------------------AT--ITLA
E------------M--------------------------------------PS--NPLI
E------------M--------------------------------------AS--VTLT
E------------M--------------------------------------AS--VTLA

MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
M L E--------------------------------------------------- A-- TKV
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------AS--VTLA
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------PS--VILS
MP LLREE--------------------------------------------------- --
M L E--------------------------------------------------- A-- TKL
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------AS--VTLA
MP LLREE--------------------------------------------------- --
MP LLREE--------------------------------------------------- --

E------------M--------------------------------------AS--VTLA
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70 80 90 100 110 120

A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEVF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEVF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEVF HHVEGDSLR V ------TPA TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEIF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEIF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEVF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEIF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEVF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEIF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEIF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEVF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEVF HHVEGDSLR V ------TPE TP---- SI
A LS EL G E R PF Y R L AQF IL TK LL NSPK LQHLEIF HHVEGDSLR V ------TPE TP---- SI

LS L G IE R PF I A Y R L AVQF IDA AL L NAPK MQYLPFF YS KGS LR V ------TPE VP---- EI
A LSN L E R L PF A Y LRL DV AKWLL DFPF IQ STAF LPVAGD LR AT------TGP IP----GIA
A LSN L IE R L PF Y LQL DA AKWL DFPF IQ SSIF IPVSGHSLR AA------TGA TP----GNA
A LSN L E R L PF Y LQL DA AKWLV DFPF IQ SSIF IPVSGHSLR AT------TDA MP----GNA
A L N L IE R L PF Y LQL A DA AKWL DFPF IQ SSIF LPVAGDSFR AT------TGL NP----GST
A LSN IE R L LPF A Y LRL DVQAKWL DFPF IQ ASV LPVAGD LR TT------TPV QP----GVT
A LSN L E R L PF I A Y LRL DV AKWLL DFPF IQ STAF LP AGD LR AT------TGP TP----GVT
A LSN IE R L PF A Y LRL DVQAKWL DFPF IQ ASVF YPVAGD LR TT------TPV QP----GVT
A LSN IE R L PF A Y LRL DVQAKWL DFPF IQ ASVF CPVAGD LR TT------TPI QP----GVM
A LSN IE R L PF A Y LRL DVQAKWL DFPF IQ ASVF YPVAGD LR TT------TPV QP----GVT
A LSN IE R L LPF A Y LRL DVQAKWL DFPF IQ ASA YPVAGD LR TT------TPV QP----GVT
A LSN IE R L LPF A Y LRL DVQAKWL DFPF IQ ASV LPVAGD LR TT------TSV QP----GVT
A LSN IE R L PF A Y LRL DVQAKWL DFPF IQ ASVF YPVAGD LR TT------TPV QP----GVT
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55
56
57
58
59
60
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A LSN IE R L PF A Y LRL DVQAKWL DFPF IQ ASVF YPVAGD LR TT------TPV QP----GVT
A LSN L IE R L PF Y LQL DV AKWL DFPF IQ SSIF LSVSGHSLR AT------TGP IP----GAA
A LSN IE R L LPF A Y LRL DVQAKWL DFPF IQ ASA YPVAGD LR TT------TPV QP----GVT
A L L E PFM I RDL TLRD WPWLV NFPWKIQIAHHW G DGGFLRVA ------TARFDQ----TDL
A L L E PFM I RDL TLRD WPWLV NFPWKIQIAHHW G DGGFLRVA TARFDQTARFDQ----TDL
A L Q IE PFM I RDR VLTDQW WL NFPWKLQIARFW G YGGFLRVP ------TNQFDK----SEL
A L Q IE PF I RDR VLTDQW WL NFPWKLQIARFW TG HGGFLRVA ------TNLIDK----SDL
A L Q IE PFM I R S ADR VLTDQW WL NFPWKLQIARFW G HGGFLRVA ------TNQI N---- DL

L L IE PFM I Y R LSTN TQDQ AKWL DAPYKIQIARVW G QGGKIS A ------TAA ESLANIDDM
A L L ETI PFM Y R LVN TQEQ SKFLL EYKLQIMQIW GVLGGKLR E ------TNQ EAIADINNM
------------------------------------------------------------

L L IE R PFM I Y R LSIN TQDQ AKWL DMPY IQIARIF G QGGKIS A ------TPA EAVADINDM
L IE I R AVSL LQKLKQSWL NFPYKLQIPRAWAWKG EGTQVSFA ------TPAFNK---- SL

A LS N L G E R D L I A R L ANR T H LP LQ NAPK L ILKA FLLQ TGN LAVV ------TPA PD---- LA
L L IE PFM I Y R L TSIN TQDQ AKWL DAPYKIQIARIW G QGGKIS A ------IAD TTGFSFD V

A LS EL G E PF I A L AQY TD LP LL NWSKEIPGLECF YE RGN LTAVA------TDA PD---- GT
L IE I R AVSR LQLLRQAWL NFPHKLQIPRAWVWKA EGTQVAFA ------TNRMDP---- EL

E E I RV RFMQLLRQSWLV NFPHKLQIPRRWIWHG AGTRVAFP ------TNRIDK----DNL
L IE I R AVSR LQLLRQAWL NFPHKLQIPRAWVWKA EGTQVAFA ------INRMDP---- EL
L IE I R L ATVSM LQKLKQSWL NFPHKLQIPRAWAWKG EGTQVSFA ------TPQ DK---- L

A LS L E F K Y R L ADL DDL ALWLV NAPIKIPF QAWSWQQVAG SLI P ------TTA AP---- SV
A L L E F K Y R L ATDL ADDL ALSLV NSPVKIPF QAWIWQEVAG SLT A ------TPL AP---- E
A LS L E F K Y R L ADL DDL ALWLV NAPIKIPF QAWAWQQVAG SLI P ------TTA AP---- GV
A LS L E F K Y R L ADL DDL ALWLV NAPIKIPF QAWSWQQVAG SLI P ------TTA AP---- GV
A LS L E F K Y R TLS ADL DDL ALWLV NAPIKIPF QAWAWQQVAG SLI P ------TT P---- GV
A L E Y R L AFL GDSPVARWLV NSPVAIPFLDYWAWQGVDGQSLT P ------ATE TP---- SV
A E P Y R L E AANATTQQATRWLV NEPEIIQIHGHF SQAVQGGFLT A ------VPK I ---- SP
A LS L G E R L LPF R L AQL EEA LA LV NDPK IQ ARR YAVGGDRLAVP V----TSGN GT---- VW

L E PFM Y R L-------M SKFLL ELEYKLQIARIW GVVGGKLR E ------TDQ ETVANIDSM
A LSN G IE R PF I R L A FLL DAFIK L AEPK IQMSHIF FE DGDKLTVP V----TSAN GT---- I
A L L E PFM I R EDL TRRD WPWLV NFPWKIQIARHW G DGGFLRVA ------TTRFD ----TDL
A LS N E P Y R LSL E RRTRFIV NSPIKLQIARVW WLGVDGSGNM A -----KNAQ TP----TPV
A L L VIE I P Y R LSVD TQEQ VKT K RYKVEIANFW MRGVIGGKLR A ------TDQ A-GDINAM
A LS L E R PF I R L ASL DEQ LSNLV NEPK IQFALRF YA GGDRLTVP V----TAAN GT---- VW
A N E Y R L ASGTA TIATPHAV NEPRLIQIHRRMATKGVPGGTLV P ------VPA KP---- SV
A LSN QG E R LPF I R L ALL DAFL LV NDPK IQMSNL FE DGDKLTIP V----TNAN GT---- IW
A LS L E F K Y R L ADL DDL ALWLV NAPIKIPF QAWSWQQVAG SLI P ------TTA AP---- VM
A N E Y R L AQNAV QIATPWLV NDPEIIQVHGHWAWQGVPGGLLT A ------VPK IA---- SA
A LSN L G E R L LPF R L ALL DA LA LV NDPK IQ SRR YALAGDRLTVP V----TNAN GT---- LW
A LSN QG E R L F I R L A FLL DAFL LT NEPR IQMSHV E FE DGDKLTIP V----TSAN GT---- I
A L IE Y R LS AYM GESPVARWL NSPINIAFYQAWAWQGVDGQSLT P ------ATE P---- AV

L E R F LY LTQF NSIPVARYAV RAPT IQHLMLWS QGVAGREL AQ------VPQ VA----SGQ
LSN L IE LPF AGLL DF VGRF DSPFVIQPAHF FEVPGDSERWST------TAAILP---- SA
LSN L IE LPF AGLL DF VGRF DSPFVIQPAHF FEVSGDSERWST------TVAIPP---- SP

A L E P K N AQA AEEKVAKWLL NWPVKLQFGLVC ITWVDG SLKF SLTD-PAGNPIPF---- YP
A L E P K N AQA AEEKITKWLL NWPVKLQFGLVC ITWVDG SLKF SLTD-AGGNPMPF---- YP
A L E P K N AQA AEEKITKWLL NWPVKLQFGLVC ITWVDG SLKF SLTD-AGGNPMPF---- YP
A L E P K N AQA AEEKVTRWLL NWPVKLQFGLVC ITWVDG SLKF SLTD-PDGNPIPF---- YP
AE LS E G IE IID DDLFA LPF KAY Y R E TLSE FL QEQM R I E K V KQVVG V D ------ L ----GD
A L L E K Y R L ATDL ADDL ALWLV NSPVKIPFYQAWIWQEVAG SLT A ------TPL AP---- I
------------------------------------------------------------
A N E R P N Y R APDTA IQAAKWFV NEPR IQIHGVM VFGV GGFLV P ------VPAIKP---- QV
A KLS E GVIE IID D LFA PFMK K Y Y R E TLSE FA REQF R E K E LF VEG T D V ------ G ----GD
A L L E PFM IN R EDL TLRD WPWLV NFPWKIQIARHW G GGFLRVA ------TARFD ----TDL
A KLSNN L GVIE ID DL A LPF KAY YNR E SE A FA D VA EV KE L V TETKG V ------ NFI ---- V
AEKLSNN L GVIE IID D LFA LPFM N KAY YNR E T SE FQ VS E K E L GV G V ------ N I ----GD
AE L NN L G E II RDD FA LPF KAY YNR E TL E FT T D VA IV E E M I VHTEG V ------ K A ----GV
A KLS GVIE IID LFA PF N K Y R E TLSE FA QEDKAR E TES LM QHV D TFT V ------ G ----GE
A KLS GVIE IID LFA PF K Y R E TLSE FA QEDKAR E TES LM QHVTD TFT V ------ G ----GE
A KLS GVIE IID LFA PF K Y R E TLSE FA QEDKAR E TES LM QHVTD TFT V ------ G ----GE
A KLS GVIE IID LFA PF K Y R E TLSE FA QEDKAR E DES LM QHVTD TFT V ------ G ----GE
AE N L ET P N A LNAGQ F QPHIV APVPMQIARHM VQFV GR KSFAVI------GK EP----GVA
-----------------------------------------------------------M
A KLS GVIE IID LFA PF K Y R E TLSE FD QEDKAR E TES LM QHVSD TFT V ------ G ----GE
A KLS E GVIE IID D LFA PFM N KAY YNR E TLSE FA QEQM R E T E LI GV G V ------ D ----GE

Y R L AT------------------------------------MK A ------SAV AA---- K
AE N L ET P IN ANAGQ F QPHIV APVPLQIARHM VRY GR LSFAVI------DAMAA----GVA
AE L ET P N ANAGSDF QPHIV APVPLQIARHM VRYV GR MSFAVI------GKMQP----GIA
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AE L ET P N ANAGSDF QPHIV APVPLQIARHM VRYV GR MSFAVI------GKMQP----GIA
A KLS L G IE IID DL A LPF K Y Y R E TLSE A FA EAD QR I E KE L V VRTDG S D V ------ K ---- E
AEKLS GVIE IID LFA PF N K Y R E TLSE FQEDKAR E TES LM QHV D TFT V ------ G ----GE
AE LSNN L G IE II RDDLFA LPF IN KAY YNR E TL AR Q VA I E E I TG G V ------ N AG---- SW
A KLS N LE GVIE IID D LFA PFM N KAY Y R E TLSE FA V Q R E V E LF QV G D I ------ S ----GD
AEKLS E GVIE IIDRDDL A LPF KA Y R E T SE FQE MLR E L L ARTEG LV I ------ L N ----GS
AEKLS LE GVIE IID D FA PFM N KAY Y R E LSE FQDY R E Q EM LV FV G D V ------ KE ----GA
AE LS GVIE II RDDL A LPF KA Y R E T SE TFT QEDMLR E H L L SRVDG LV I ------ L N ----G
AEKLSNN L QG E IDRD LF LPF NSKAY YNR E TLSE A FT V IV EL E SL EQV V ------ K ---- D
A LS L ET R L A P M I A RQY RDA AMWLL DPW NE A VF Y P DGP LKVA ------QTKVAI----GSL
AEKLS E GVIE IIDRDDL A LPF KA Y R E T SE FQE MLR E L L ARTEG LV I ------ L N ----GS
A KLSNN L GV E IID D FA LPF KAY YNR E TL A FA Q VS V E K EM F VGVKG V ------ K AD---- D
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L GVI II RDD FA LPFM N KAY YNR E TL A FQ VS DE F M I GV G V ------ N GD---- E
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
A KLSNN LE GVIE I RD LFA PFM NSKAY YNR E LS A FD Q R EV E E LF RV V ------ NG G---- A
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AE LS GVIE I DDL A PF KAY Y R E T SE FT QEDMVR E VHK M LM SRTDG V V ------ K N ----GS
AEKLSNN L GVI IID DD FA LPF N KAY YNR E LQ LR TE K M I TQV G V ------ GE AD----GQW
A KLSNN L GV E IID D FA LPF KAY YNR E TL A FA Q VS V E K EM F VGVKG V ------ K AD---- D
A KLSNN L GV E IID D FA LPF KAY YNR E TL A FA Q VS V E K EM F VGVKG V ------ K AD---- D
AEKLSNN L GVI IID DD FA LPF N KAY YNR E LQ LR TE K M I TQV G V ------ GE AD----GQW
AEKLS QG E I LPF K KAYLY R E TLQDQVV IV E FTTNEMYNM T VSG K ------ G AT----VDY
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L GVI II RDDLF LPF NSKAY YNR E TL A FT VA DE E SV VAV V ------ A AD---- D
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E V VQV G V ------ K GG---- NW
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
A KLS LE G IE II DDLFA PF N KAY Y R E TLSE FA VDQ R I E VQ LF VHV G D I ------ A ----GS
A KLS LE G IE II DDLFA PF N KAY Y R E TLSE FA VDQ R I E VQ LF VHV G D I ------ A ----GA
AEKLSNN L GVIE II RD LFA PF IN KAY Y R E L A FQ VA E E E LI IG G V D ------ NS PT---- D
AEKLSNN L GVIE II RD LFA PF IN KAY Y R E TL A FQ VA E E E LI IG G V D ------ N PT---- D
AEKLSNN L GVIE II RD LFA PF IN KAY Y R E TL A FQ VA E E E LI IG G V D ------ N PT---- D
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
A KL EL G IE I LPF I YNR E LA CQD VS L NV TVNPFYNI DS DGNGLT ------ DV GD----VQV
AEKLSNN L GVIE II RD LFA PF IN KAY Y R E L A FQ VA E E E LI IG G V D ------ NS PT---- D
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
A KLSNN LE GVI I RDDLFA LPF N KAY YNR E L AA Q A TE YT V TRV G V ------ NE AT---- DW
AEKLSNN LEQGVIE IID D FA LPF KAY YNR E TLSE FV E N AM M KRVVG M ------ K ----GE
AE LSNN L GVI IIDRDDLFA LPF N KAY YNR E TL AT Q VA DQ I ERV G V ------ D GG---- DW
A KLS E GVIE IIDR LFA PF KAYLY R E T SE FN ESLM R E EA LF KTVDG H ------ N I ----GD
A KLSNNELEQG IETIIDR LFA LPFMK NSKAYLYNR E LSE A FK I EE V V ------ KE ---- S
A KLSNN L GVIE IDRDDLFA LPF KAY YNR E E A FD D VR EV V TRTDG V ------ NGVV ---- E
A KLS GVIE II D LFA LPF Y Y R E TL FA IEDRQR E KD A L VGVTDEV S V ------ A AQ----GA
A KLSNNELEQG IETIIDR LFA LPFMK NSKAYLYNR E LSE A FK I EE V V ------ KE ---- S
AEKLS E GVIE IID D LFA PFM K Y Y R E L A FQEDM R E K E LV HVTD T T V ------ GN PS---- E
AEKLS E GVIE IIDRD LF LPFM KAY YNR E TLSE FEEFM R E E QF GVDN T ------ G ----GQ
AEKLSNN LEQGVIE IID D FA LPF I KAY YNR E LSE FI E N AM L KR VG V ------ KS ----GA
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLS E GVIE IID D LFA PFM K Y Y R E L A FQEDM R E K E LV HVTD T T V ------ GN PS---- E
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
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AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
A KLSNN L GV E IID D FA LPF KAY YNR E TL A FA Q VS V E K EM F VGVKG V ------ K AD---- D
A KLSNN LE GV E IID DLF LPFM IN KAY YNR E TLSE FK Q I V E KE SV G G V ------ K ----GD
AEKLSNNELEQGVIETIIDRDDLF LPFMKINSKAYLYNR E TLSE ATFSI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFV D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KL L GVIE I F LPFM I A YNR E TL A FA TQDL LR A VKESAV DY A TGS LK ------ A GD---- E
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLS L GVIE II D LFA LP K Y Y R E T SE FEID VR E HK E L WVRTEG S D V ------ L I ----GE
AEKLSNNELEQGVIETIIDRDDLFA PFMKINSKAYLYNR E TLSE ATFIM ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KLS E G IE IIDRD LFA PF N K Y YNR E LS ATFA QEDM R I E E LM LHV D V T ------ KE S----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNN L GVI II RDDLFA LPF N KAY YNR E TL A FQ IS DQ T V VGV G V ------ N PS---- D
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPF KINSKAYLYNR E TLSE ATFI I ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
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AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
EKLSNN L GVI II RDDLF LPF N KAY YNR E TL AS Q IS DE E SV TRV G V ------ N AG---- DW

AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
EKLSNN L GVI II RDDLF LPF N KAY YNR E TL AS Q IS DE E SV TRV G V ------ N AG---- DW

AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ S ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KL N L GVIETI LPFM YNR E TL A FA T DL LR VMESPVLQR EVVGTGLT ------ A PA---- E
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE TFI ------ K ----S
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AE LSNN L G I IIDRDDLF LPF K NSKAY YNR E TL AR T IS I TE SI V V V ------ N AG---- SW
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNN L QGV E IIDRDDLFA LPF N KAY YNR E TL AQ V V E I TQV G V ------ K GG---- NW
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SK YLYNR E TLSE ATFI T V ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
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AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E LSE ATFV ------ KN ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPF KINSKAYLYNR E TLSE ATFI I ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----

V E IIDRDDLFA LPF N KAY YNR E TL A------------ V E I TQV G V ------ K GG---- NW
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----

KLS L GVIE I LPF I A YNR E L FSA QDQ VS NV TVNKFYQH LP EGN LA ------ NA GD----VQ
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE A FI ------ A ---- E
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AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE A FI ------ A ---- E
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KL L GVIETI LPFM YNR E TL A FA TDDM LR VMESPVLQR EVVGTGLT ------ A PA---- S
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----

KL L G IE II F LPF IN A YNR E LSA AQDT IT L S TVNHM QL EG GN LA ------ NA GD----VES
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI KAYLYNR E TLSE ATFI DA ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI KAYLYNR E TLSE ATFI DA ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKA LYNR E TLSE ATFV H ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A LS E GV E IDRD LFA LPF I KA YNR E LSE FDR ATSV R V EV A L HR EG WV ------ GV ----GA
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
A KL EL G IE II PF I YNR E LA CQD VS L N TVNPFYQVF DS EGNGLT ------ DV GD----VQV
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA PFMKI SKAYLYNR E TLSE ATFIM D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMK N KAYLYNR E TLSE ATFI V N ------ A ----

KL EL GVIE I L LPF I A YNR E LSA AQD VA NV TVNE YEL DG DGN LA ------ NA GD----VQM
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI KAYLYNR E TLSE ATFI DA ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI KAYLYNR E TLSE ATFI DA ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMK N KAYLYNR E TLSE ATFI V N ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ A ----
A KLS GVIE IIDRD LFA PF K Y Y R E LA IEDKQR E E LV VRAKD V S V ------ GE PT----GDW
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMK N KAYLYNR E TLSE ATFI V N ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
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AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----

KL EL GVIE I LPF I YNR E LSA AQD VA NV TVNKMYQL DG DGNSLA ------ NV GD----VQV
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYN E TLSE ATFV C------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYN E TLSE ATFV C------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AE LSNNELEQGVIETIIDRDDLFA PF KINSKAYLYNR E TLSE A FR IM F ------ K ---- E
AEKLSNNELEQGVIETI DRDDLFA LPFMKI SKAYLYNR E TLSE ATFV I D ------ A ----
AE LSNN L G I IIDRDDLF LPF K NSKAY YNR E TL AR T IS I TE SI V V V ------ N AG---- DW
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KL L GVIETI LPFM YNR E TL ATFA TDDM LR VMESPVLQR EVVGTGLT ------ A PA----
AEKLSNN LEQGVIETIIDR DLFA LPFMK SKAYLYNR E LSE A FT E V VD ------ SE ---- S
AEKLSNNELEQGVIETIIDRDDLFA LPF K NSKAYLYNR E TLSE A FI F V ------ A ---- G
A KLSNN L G IE I D F LPF A YNR E LA D VA I N VTV RF GV EPVEGP AV ------ NV GD----VQM

KL L QGVIE I DD LPF I A YNR E LSA CQDV I S VTV FYWM EG DGN LS ------ NA GD----VES
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KL N L GVIETI LPFM A YNR E T A FA T DL LR VKESSVLLM EVTGT LT ------ A MPQ---- Q
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KL L GVIETI LPFM YNR E TL FA TDDL LR VMESPVLQR EVVGTGLT ------ G PA----TD
A KL N L GVIETI LPFM A YNR E T A FA T DM LR VMESSVLTM NVTGT LT ------ K MPA---- K
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----

KL EL GVIE I L LPF I A YNR E LSA AQD VA NV TVNE YEL DG DGN LA ------ NV GD----VQM
AEKLSNN L GVIE II RD LFA PF IN KAY Y R E L A FQ VA E E E LI IG G V D ------ NS PT---- D
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AE LS N G IE II LF LPF K KAY Y R E TLM Q DVVV I E TVNE GL V TEG V H ------ N PS----VSY
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----

KL EL GVIE I F LPF I A YNR E LSA AQD VA NV TVNEI EQ DG DGN LA ------ NV GD----VQM
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
------------------------------------------------------------
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ A ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ K ----
AEKLSNNELEQGVIETIID DLFA LPF KINSKAYLYNR E TLSE A FHE V H ------ A ---- Q
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----

KL L GVIE I PF I A YNR E LSA ALDD VA NV TVNRMYEMI DG AGN LA ------ NV GD----VQV
AE LS N QGVIE II RDDLF LPF KAYLYNR E T AR A QMV E E SI VQTEG ------ K IGG---- DW

KL L GVIE I PF I A YNR E LSA ALDD VA NV TVNRMYEMI DG AGN LA ------ NV GD----VQV
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI T ------ A ----

KL EL GVIE I F LPF I A YNR E LSA AQD VA NV TVNEI EQ DG DGN LA ------ NV GD----VQM
KLS N L G IE I F LPF I A YNR E TL FSA Q L YA I S VEVNPF EI QE EGN LS ------ K GD----IQ

A KLS L G I I D LPF A YNR E LA QDD VS I AN VTV RFYGL EPVEGP AV ------ NV GD----VQM
KL EL GVIE I F LPF I A YNR E LSA AQD VA NV TVNEM DL DG DGN LA ------ NV GD----VQV
KL EL GVIE I F PF I A YNR E LSA ALD VA NV TVNRM EVI DG SGN LA ------ NV GN----VQV

AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNN LEQGVIETIIDR DLFA LPFMK SKAYLYNR E LSE A FT E V VD ------ SE ---- E
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KL N L GVIETI LPFM A YNR E T A FA T DM LR VMESSVLTL NVTGT LT ------ K MPA---- Q
AEKLSNN LEQGVIETIIDR DLFA LPFMK SKAYLYNR E LSE A FT E V VD ------ SE ---- A
AEKLSNNELEQGVIETIIDRDDLFA LPFMKI SKAYLYNR E TLSE ATFI D ------ A ----
AEKLSNN LEQGVIETIIDR DLFA LPFMK SKAYLYNR E LSE A FT E V VD ------ SE ---- Q
AEKLSNN LEQGVIETIIDR DLFA LPFMK SKAYLYNR E LSE ATFT E V VD ------ SE ----

KL EL GVIE I F LPF I A YNR E LSA AQD VA NV TVNEI EQ DG DGN LA ------ NV GD----VQM
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KLSNN L G E I D F LPF A YNR E LA D VA IV N VTV RF GV EPVEGP AV ------ NV GD----VQM
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
A KL N L GV ETI A LPF A Y R E TL AA T DL LR V VRESSVL L TEVTGT LT V ------ A PA---- SW
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
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AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFV ------ K ----

KLS L GVIE I D PFM I YNR E L FSA QDL LS S V VNPIYEVF G EGNSLA ------ NV GD----VQ
AEKLSNNELEQGVIETIIDRDDLFA LPFMKINSKAYLYNR E TLSE ATFI ------ K ----
AEKLSNN LEQGVIETIIDR DLFA LPFMK SKAYLYNR E LSE A FT E V VD ------ SE ---- Q

KL EL GVIE I F LPF I A YNR E LSA AQD VA NV TVNEI EQ DG DGN LA ------ NV GD----VQM

57
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58

130 140 150 160 170 180

I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPVSE TSFL AYKGQDIY-S-Y DLVKLEDHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNAFG----- P PDNTTIPDEPI-TFPVSE TSFL AYKGQDIY-S-Y DLVKLEDHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNGFG----- P PDNTTIPDEPI-TFPMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I D I LA V TNGFG----- P SDNTTIPDEPI-TFSMSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I I LA V TNGFG-----VP PDNTTIPDEPI-TFPMSE TSFL AYKVQDIY-S-Y DLVKLEEHL
I D I A V DTNN LGFG----- A EDQTSLPEEPV-IFPMTEF TQFV SYTGQDVY-S- L QVEHDS
I TI E A V N Q A QGQC-----G A DTKQPNDTNRIYRFAEI TQFR CYKAQDIFSS-NV D V V MAL
I I E V A V N Q A QGQN-----SP P DTKQPNDPNR YRFAEI THFR SYKAQDIFSS-NA D V V MAL
I I E V A V N Q A QGQN-----SP P DTKQPNDPNR YRFAEI THFR SYKAQDIFSS-NA D V V MAL

DTI E V A V N Q A QLGQC----- S DTKQPNDLNR HRFAEI THFR SYKAQDIFSS-NV D V V MAL
I I E A V N Q QGFE-----EG L DTKMPNDQKRAFAFAEI TQFR SYKAQDVFSS-NV D VSV MAL
I D I A V N Q A QNQC----- S AADTKQPHDTNRIYRFAEI TQFR CYKAQDIFSS-NV D A V MAL
I I E V A V N Q QGFE-----EG V DTKMPNDASR FSFAEI TQFR SYKAQDIFSS-NV D VSV MAL
I I E V A V N Q QGFE-----EG V DTKMPNDPSR FTFAEI TQFR AYKAQDIFSS-NV D VSV MAL
I I E V A V N Q QGFE-----EG V DTKMPNDASR FSFAEI TQFR SYKAQDIFSS-NV D VSV MAL
I I E V A V N Q QGFE-----EG V DTKMPSDASR FSFAEI TQFR SYKAQDIFSS-NV D VSV MAL
I I E A V N Q QGFE-----EG M DTKMPNDQKRNFTFAEI THFR SYKAQDVFSS-NV D VSV MAL
I I E V A V N Q QGFE-----EG V DTKMPNDASR FSFAEI TQFR SYKAQDIFSS-NV D VSV MAL
I DTI E V A V N Q A QGQN----- P DTKQPADPNR HRFAEI THFR SYKAQDIFSS-NV D V V MAL
I I E V A V N Q QGFE-----EG V DTKMPSDASR FSFAEI TQFR SYKAQDIFSS-NV D VSV MAL

T E V L V NNANLNS-EC-GPVTDRTSQP DP V FG ANIITRYS CFDDQDKF-S-NP LDRTEYVL
T E V L V NNANLNS-EC-GPVTDRTSQP DP V FG ANIITRYS CFDDQDKF-S-NP LDRTEYVL

D L L V NNA FNS-SC-GQVTLHTDQP-DSTVTFG AN ITRYQ CFDDQDKF-E-IP LDETEYVL
D L L V NNA FNS-SC-GQVTLHTDQP-DSTVTYG AN ITRYQ CFDDQDKF-E-IP LDETEYVL
D L L V NNA FNS-SC-GQVTLHTDQP-DSTVTFG AN ITRYQ CFDDQDKF-E-IP LDETEYVL

I A L LA D NN AATILGDGATSG TVQT DPDNPNTTFT GE TRYKI YSSMDRF-K-VP LD VESAL
I A LA VD AATILGDGTD-- TDKT NADTS-KTFTVGE TRYK YNAQDRY-R-F-QSID VEAVL

LA V TN---------------------------MSE TSFL AYKGQDIY-S-Y DLVKLEEHL
I A L LA NN AATILGEGGTSG AVQT DPAASNATFT GE TRYKIEYSSMDRF-K-YP LD VESAL

D E E V L L IA LSTGTCDSEVT RTDSP-DS A FE VS MTRYQICMADLDRV-R-YPEQLKQ EFEL
I L LA V NNQ IQNGFG-----TV PDQTSMPDPQI-LFV KQ TSYQ APEAQDVD-S-AI KE DDL

D E A LA D N AA ILGDGDTA-VT Q NDPDASNTTFTIGA TRYFL YASTDRF-K-YP DFD VESAL
I LA T TNN IQGYG-----SPLLDQTTIPNVPI-TYPFID TSFRISVKALD C-S-G LVL IKL

E E L DAEISDGGCTTEVP RTDQP-DS AIFE VTIMTRFQICMADIDRI-R- PELLKQVLGVL
V E E V L L DAS LT-GCSTEVT HTDQP-DS V FE VT MTRYQICMADLDRI-Q- PELLKQVYWEL

E E L DAEISAGGCDTAVP RTDQP-DS AIFE VTIITRFQICMADIDRI-R- PELLKQVLGVL
D E L L IA LSTGSCDSEVSDRTDSP-SS AIFE VS MTRYQICMADLDRV-R-YPEQLKQ EFEL

T E AIMA----DC-A VL QLPDI--SQAEMTFLDYVTRWQACASDLDRY-R-NPQLLQ MFAA
I E A AT----AC-ANVP QE AV--SQAGFEFVDF TRYAICASDLDRF-R-HPQLLQSVFYAI

T E AIMA----DC-T VE QLPDI--SQAEMTFLDYVTRWQACASDLDRY-R-NPQLLQ MFAA
T E AIMA----DC-T VE QLPDI--SQAEMTFLDYVTRWQACASDLDRY-R-NPQLLQ MFAA
T E IMA----DC-A VL QLPDI--SQAEMTFLDYVTRWQACASDLDRY-R-NPQLLQD MFAA

E L AKS----DC-TEVT ALPTV--SQATFS LDFIARYAICGVDLDRV-Q-FPTQLD ARYAI
I A T N VAG----AC-LP KDHSDEA--TQAKFGFLEY TRLVICNADED L-R-VP PPEEVE EL

D I A L L V M N Q Q- TGG----TA SDTS VPSDPDVTFP KL VTSFK NATAEYD -S-NV D VEV MVA
I A LA D AAQILGDNTPA- TDKT DADTS-VTFTVGE TSYLL YTAQDRF-R-Y-QSID VESVL

D A T L L V TM N Q Q- AGG----TAVGDTP VP SPDVTYA KL ISA KSNYTAQY -S-NV D EQV ISA
T E V L V NNANLNS-EC-GPVTDRTSQP DP V FG ANIITRYS CFDDQDKF-S-SP LDHTEYVL
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T E V L V NNANLNS-EC-GPVTDRTSQP DP V FG ANIITRYS CFDDQDKF-S-SP LDHTEYVL
E A A NNNT----GC-SNVA T DTL--ASITFPVVDFVVRKQICFTD DRY-H-LP PDEDEYLV

I A LA DATILADGAD-- TDQT GVDET-VTFTCGE SRYKI YNAQDRW-R-Y-QSIDNALAII
D I A L A V M N Q Q- EGG----SA SDTS VPSSPNVTFP KLV TSFK NDTAEAL -S-SV D VET SVA
D V V NV ----PC-QSADDISTSV--TPARFGMVEYVAR P CMADQDIF-Q-HP DITDFNITL
D A T L L M N Q Q- AGG----TAVSDTP VP SPNATFS KL ISAAKTNYTAQYD -S-NV D EGV INA

T E A AIMT----AC-G VD QLPDL--SQAEMVFVDY TRYTICASDLDRY-R-NPLLLQ LFAV
I A V T NAG----AC-LP KDHSDEA--TQVQFGMVEY TR VICNADED Q-R-GP TPELNETVL

D A L LA V M N Q Q- AGG----TALSDTP VPNDPNVSFS KL TSFK NYTAEYD -S-NV D VEV TVA
D A T L L V TM NNQ- AGG----TAVSDTP VP SPNPTFS KL ISM KTNQTAQY -S-NV EKVALAA

E L ARN----DC-GEVI QLPTV--SQAAFN YDFIAHYSICSIDLDRV-Q-YPTQLD AMFAI
D L V V T AVP----PC- AVPDRSSVF--SQATFGMTY NTR R CHANQD F-R-TPITPE AEYPL

I LA V N Q A QLPF----C-AP ADQTT--VPVARSYSFGE TSRI CYGTQDLQ-S-NV D S V LEM
I A V N Q A QLPF----C-GP ADQTT--VPAARSYSFGEV TSRV CYGTQDLQ-S-NV D A V IEM

D E V A N QLGQ----CK YTDQSFD--SWQ R FDFGAP TMYQSCESAIDKYTS-SI DVIDA YAK
D E V A N QLGQ----CE YTDQSFD--SWQ R FSFGAP TMYQSCESAIDKYTS-SI DVIDV YAK
D E V A N QLGQ----CE YTDQSFD--SWQ R FSFGAP TMYQSCESAIDKYTS-SI DVIDV YAK
D E V A N QLGQ----CE YLDQSFD--SWQ R FDFGAP TLYQSCESAIDKYTS-SI DVIDV FAK

IDV N D EGAA TF E V L LAGDVDVDKFL TM D N Q A Q- ---- DVP -- E V CR AR DE -S- I D K T IAS
E A AFT----SC-AGVP QE TV--SQAEFQFVDF TRYAICASDLDRF-R-NPQLLQTVLYAI

T E V L V NN-----------VTDRTSQP DP V FG ANIITRYS CFDDQDKF-S-NP LDRTEYVL
V V VVA----PC-EPADDISTQV--TPARFGMVQYVAR P CMADQAIY-R-HPTDIVDGN AL

D EGAA TF LRILAG V DKFL T D N QLA QL P-Y----EDVP -- DPVSTR Q LL IK Q-S- V D E ISA
E V L V NNANFNS-EC-GPVTDRTSQPANP V FG ANIITRYS CFDDQDKF-S-NP LDHAEYVL

D N E A TF E VA LRIL GDVDVDKFL TTM DTNNQ AIQ QL P- ----EVVP E S-- E V R I N -D- K IA
D N DT E A TF E A LR LAGDVDVDKFL TM D N Q AIQ QL PV ---- VN E S-- T VT N V DA -G- H S K IA
D N I E F E AKL ILAGDVDVDKFL TM D N QL QL P- ----EA P SGS--D D VT K ME -S- V S GL LAA
D EGAA TF E KL LAGDVD DKF A N Q AIQL A-Y----EAVP -- D VTT KV I T AVQ-S-NL P V LAA
D EGAA TF E KL LAGDVD DKF A N Q AIQL A-Y----EAVP -- D VTT KV I T AVQ-S-NL P I LAA
D EGAA TF E KL LAGDVD DKF A N Q AIQL A-Y----EAVP -- D VTT KV I T AVQ-S-NL P I LAA
D EGAA TF E KL LAGDVD DKF A N Q AIQL A-Y----EAVP -- D VTT KV I T AVQ-S-NL P I LAA

D L NNLGA----CL YTLQDYE--I-EQATYVYGE VSAFQTCSTTQD-ITG-GP LNNALRKK
V I A LA DAQ LGDNTPA- ADKT DADTS-VTFTVGE TSYLL YTAKDRFSS-Y-QSIDNVESVL

D EGAA TF E KL LAGDVD DKF A N Q AIQL A-Y----EAVP -- D VTT KV I T AVQ-S-NL P V LAA
D EGAA TF E KLRILAGDVD DKFL TT DTN QLAIQL P-Y----EVVP -- K VMT L I Q-S- D IAS

E E L F NVS----DC-SLVD QVPTI--S AEFA QEFITRYKICT DLDSY-Q-FP QLETVLYAL
D L NNLGA----CL YTLQDYE--I-EQATYIYGE VSAFQTCSTTQD-ITG-GP LNNALRKK
D L NNLGA----CL YTLQDYE--I-EQATYIYGE VSAFQTCSTTQD-ITG-GP LNNALRKK
D EGAA TF E KLRILAGDVD DKF A T D N Q AIQLSP-Y---- PVP -- D VST I T E Q-S- L D I LQG

D EGAA TF E AKL LAGDVD DKF A N Q AIQL A-Y----EAVP -- D VT KV I T AVQ-S-HL P I LAA
D N D E A TF E VAKLRILAGDVD DKFL TM DTN Q QL P- ---- VVP E S-- Q V I QA -S- S IVT LAA
D I EGAA TF E AKLRILAG VD D FL T DT QLAIQL P-Y----ED K -- E VQ H L N VE Q-S- HD LAA
DV N EG E V KLRILAGDVDVDKF TM D N QLA QL - ----EVVP TS--DVE V T IDE -S- K S L IAM
D I EGAA TF E AKLRILAG VD D F T TN QLAIQL P-Y----ED P -- D VQ H L N ILE Q-S-E P LAA
DV N EGA E V KLRI AGDVDVD FL TM DTN QLA QL - ----EIVP S--DVE V T I N NE -S- S L IAL

ID DT EGAA TF L L GDVDVD FL TM DTNNQ QPVT---- VP -- ESVTET KV I N RE -S- FET IAA
I A AAQPL--DYNAA ADSTMAP-SANVTFTPGVV SRYRIAYSALGRF-D-ANQDLD VEAAL

DV N EG E V KLRILAGDVDVDKF TM D N QLA QL - ----EVVP TS--DVE V T IDE -S- K S L IAM
D N I E A TF E AKLRILAGDVD DKFL TM DTNNQ AIQV QL P- ----EE K S S-- E VT I DS -D- M T
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT R DS -G- A K IK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N D I E AA TF E VAKLRIL GDVDVDKFL TM DTN Q AIQL P- ---- P T S -- T V V QA -G- D M IAK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N E AA TF L I AGDVDVDKF T DTN Q A QL P- ----EEVP S -- TPITVT K I IQA E-S- D K V IAA
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
DV N EGA E V KLRI AGDVDVDKFL TM DTN QLAIQL - ----EVVP S--EVE V T I NE -S- Q IAM
D N D E A F E KLRILAGDVDVDKFLA TM DTN Q A QL P- ---- EVP S S--K V VTT S -G- P K L IAA
D N I E A TF E AKLRILAGDVD DKFL TM DTNNQ AIQV QL P- ----EE K S S-- E VT I GS -D- M T
D N I E A TF E AKLRILAGDVD DKFL TM DTNNQ AIQV QL P- ----EE K S S-- E VT I DS -D- M T
D N D E A F E KLRILAGDVDVDKFLA TM DTN Q A QL P- ---- EVP S S--K V VTT S -G- P K L IAA
DV N E A TF E KLRIL GDVDVDKF A TM DT QL QL - ----EVVP N S-- K VTT I M E -S- ED GV IAL
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N D I EGA TF E VAKLRILAGDVD DKFL TTM DTN Q IQL P- ---- E T S-- T V I E -G- S MK ISK
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D N D I EGA TF E VAKLRILAGDVD DKFL TTM DTN Q IQL P- ---- E T S-- T V I E -G- S MK ISK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D I EGAA TF E AKLRILAG VD D FL T DT QLA QL P-Y----ED T -- E VQ H L N VE Q-S- QD V LAA
D I EGAA TF E AKLRILAG VD D FL T DT QLA QL P-Y----ED T -- E VQ H L N VE Q-S- QD V LAA

N DT E A TF E V KLRILAGDVDVDKFL T DTN Q A QLSP- ---- VN D G-- D V S QE D-S- D R T IAM
N DT E A TF E V KLRILAGDVDVDKFL T DTN Q A QLSP- ---- VN D G-- D V S QE D-S- D R T IAM
N DT E A TF E V KLRILAGDVDVDKFL T DTN Q A QLSP- ---- VN D G-- D V S QE D-S- D R T IAM

D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
V A TF L GD V T NQ A QAG GD----TITAKN T-- TSVTSV TSIL AE NGLVQA Q-S-GET T Q IAS

N DT E A TF E V KLRILAGDVDVDKFL T DTN Q A QLSP- ---- VN D G-- D V S QE D-S- D R T IAM
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK
D N D I E A F E LRILAGDVDVDKFL TM DTN QLA Q QL P- ---- E H S S--K T VTTN MA -G- D L LA
D DT EG A F E VAKLRIL GDVD D FL TM DTN Q A QL P-Y---- VP G --E D V I I N DE -S- D T T IAA
D N D E AA TF E VAKLRILAGDVDVDKFL TM DTN Q AIQL P- ---- PVN S -- T V QS -G- D M IAK
D D EGAA TF E LRILAGDVD DKFL T D N QLAIQL P-Y---- PVP -- T VTTR M LS Q-S- K P IAA
D N D EGAA F E VAKLRI AGDVDVDKF TTM DT QLA QVRL P- ---- AVP --K S H I IQ -S- SD T L
D N EGAA F E LR LA DVD DKFLA D N Q A QL P- ----EEVP --K T VTTA V H I SSE-S- V D V L IAA
D E A TF K R AG VD D F N Q AIQV P-Y----EVLE S S-- TSHST I RF Q I N MDEVQ-S-NL P T LAS
D N D EGAA F E VAKLRI AGDVDVDKF TTM DT QLA QVRL P- ---- AVP --K S H I IQ -S- SD T L
D D E AA TF E KL IL GD DKF T N Q IQM P-Y---- DFE S -- T VST K G ILL TTA Q-S-AL D VG LQK
D D EGAA TF E V LRILAGDVD DKFL TM D N QLAIQL P-Y---- VVP -- E V TR L MS -S- A P LAA
D D EG A F E VAKLRIL GDVD D FL TM DTN Q AIQL P-Y---- VVP G --D D V I I N DE -S- D T IAA

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- T -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
D D E AA TF E KL IL GD DKF T N Q IQM P-Y---- DFE S -- Q VST K G ILL TTA Q-S-AL D VG LQK

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- T -- T H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
D N I E A TF E AKLRILAGDVD DKFL TM DTNNQ AIQV QL P- ----EE K S S-- E VT I DS -D- M T
D T EGAA TF E V LRIL GDVDVDKF T D NNQ AIQ QL P-S----E VN -- E I TR I MQG L-S- H K IA

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFL TTM DTNNQLAIQVRQ- ---- T -- T H T -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
ID N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQI- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-

N E A TF A L IL D D FL T N AHAP- ----AEWG S P-- EQVT T A GDNA I A QA Y-A-SH DLT AVIAA
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N E A TF A L IL D D FL T N AHAP- ----AEWG S P-- EQVT T A GDNA I A QA Y-A-SH DLT AVIAA
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- S H -A-

EGAA TF E K LAG D F M D N QL IQ RLSA-Y----EDVP -- D VST CKV QILL N TTES -S- L P G I S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFL TTM DTNNQLAIQVRQ- ---- P -- E C S -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
D EGAA TF LR L GD DKF T N Q IQL P-Y----EDFT -- DPVSTR V G ILM TT VQ-S-GI D IG LQL

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
D N DT E AA TF E V KLRILAGDVD DKFL TTM DTN Q AIQL P- ---- VN S -- T V T I Q -G- D M IAK

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKL ILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E AKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E CI -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
D N E A TF E VAKLRIL GDVDVDKFL TT D NNQLAIQL P- ----EVVN S S-- T V I Q Q-S- H IAK

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
D N E A TF E VAKLRIL GDVDVDKFL TT D NNQLAIQL P- ----EVVN S S-- T V I Q Q-S- H IAK

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- S H -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
DV DT E TF L IL GD D D FL T D N A QY -G---- WT STP-- EQVTTG K G A I H LQ Y-R- P QLE VVLQ

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- S H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- S -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- S H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- S H -S-
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IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- S H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- S H -S-
D N DT E A TF E VAKLRIL GDVDVDKFL TM D NNQLAIQL P- ---- VT S S-- T V I QA -S- H IAK

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAI VRQ- ---- P -- E C -A- K
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E E -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFL TTM DTNNQLAIQVRQ- ---- T -- E K D -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVD DKFLATTM DTNNQLAIQVRQ- ---- T -- E K I -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- Q -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA T E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- LT H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E R -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
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IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- T -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N D I EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- N T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- S H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
D N I E TF E A LRILAGDVDVDKFL TM DTN Q AIQ QL P- ----EV E EGS-- D VT H DS -G- A K IK

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
V A TF L L GD V T Q AIQVAG GT----TITAKSP -- TQVTSS TS L AE NGLIQA R-S-NIQD K AS

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- T -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- S H -S-
IDV N DTI EGAA T E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- LE K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- T -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- I -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- S -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- I H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-

V DT E TF L IL GD D D FL T D N AIYE -G---- WT STP-- TQVTTG K G A I H LQ Y-R- P ELE VIQS
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
I V AA TF L GD VD T N Q QG GD----TITAKA -- TQVTSN TKII AE GLIQA R-S-AD D TGV IAS
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
ID N DT E A T L L GDVDVDKF T DTN Q A QPY ---- VP E S-- VTDVTVT KT I SEA K-S- D K L IAM
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-

V A TF L GD V T Q A QAG GA----TITAKA T-- TSVTSV TSIL AE NGLVQA Q-S-PDTD T Q IAS
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
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IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKF ATTM DTNNQLAI VRQ- ---- T -- T H T -S- R
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N TI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ----E A -- T H -A-

V A TF L GD V T D N Q A QVAG GS----TITAKNP -- TQVTST TTII AE NGLIQA R-SG G D T V AS
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- A -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQV Q- ---- A -- T H -S- S C
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N TI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ----E A -- T H -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-
D I E AA E KL LAG VD D F A T N Q A QY A-Y----ED E S --KYV VET KV Q I N T E Q-S-EL D V L LAA

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N TI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ----E A -- T H -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDK LATTM DTN QLAIQVRQ- ---- S -- T H L -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S

V AA TF L GD V T T Q A QAT GD----TITAKN -- TKVNSN TTIL AE NGLIQA R-S-A TD E T IAS
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
IDV N D EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- VVP -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
D N DT E A TF E VAKLRIL GDVDVDKFL TM D NNQLAIQL P- ---- VQ S S-- T V I QA -S- H IAK

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
V DT E TF L IL GD D D FL T D N AIYE -G---- WT STP-- TQVTTG K G A I H LQ Y-R- P ELE VIQS

IDV N D I EGAA F E VAKLRILAGDVDVDKFLA TM DTN QLAIQ R- ---- V P --K T H S -G- S I A
IDV N I EGAA TF E AKLRI AGDVDVDKFLATTM DTN QLAIQVRQ- ----EV P -- T HT M -D- S

V A TF L GD VD F T DT Q A QVLG GG----TITAKA T-- TQVTSP KRIV AE N VEA H-S- TD E V AG
I V AA TF L GD VD T N Q QG GG----TITAKT -- TQINSN TKII AE NMIQA R-S-SI D TGQ IAS
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
DV DT E TF LRIL GD D D FL T N AY -G---- WA ATP-- TQVTVP G A I N QQ Y-A-NP DLE VVLES

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFL TTM DTNNQLAIQVRQ- ---- P -- E C S -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
DV DT E TF L IL GD D D FL T D N A QY -G---- WT STP-- EQVTTG K G A I H LQ Y-R- P QLE VVLQ
DV DT E F L IL GD DVD FL T D N AY -G---- WE ATP--E TQVTVA K G A N QQ Y-A- P DLE VVIES

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- A -- T H -S- S
V A TF L GD V T D N Q A QVAG GS----TITAKAP -- TQVTST TTII AE NGLIQA R-SG G D T V AS

N DT E A TF E V KLRILAGDVDVDKFL T DTN Q A QLSP- ---- VN D G-- D V S QE D-S- D R T IAM
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
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IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
D N D E F E V KLRILAGDVDVDKFLA TM DT NQLA QL P- ---- VVP STG--D T V T E -S- E T IGL

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
V A TF L GD V T D N Q A QVAG GS----TITAKNP -- TQVTST TTII AE NGLIQA R-SG G D T V AS

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
N V--------------------------------------MASQDIF-R-HR DLVDFS TL

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLA QVRQ- ---- A -- S H -S- V
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N D EGAA TF E VAKLRI AGDVDVDKFLA TM DTN QLAIQVRQ- ---- VVP -- T H I S -G- S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-

V A TF L GD V T D N Q AIQVAG DA----TITAKAP -- TKVTSE TTII AE NGLIQA R-SS G D T AS
D N D I E AA TF E VAKLRILAGDVDVDKFL TM DTN Q A QL P- ---- P N S -- E V NQ -S- S M T IAK
V A TF L GD V T D N Q AIQVAG DA----TITAKAP -- TKVTSE TTII AE NGLIQA R-SS G D T AS

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- T H -S-

V A TF L GD V T D N Q A QVAG GS----TITAKNP -- TQVTST TTII AE NGLIQA R-SG G D T V AS
V A TF L L GD V T N Q QAG GD----TITAKNP -- EQITSS TT I AE NGLIQA R-S-NI D KTV IMS
V TF L GD VD F T DT QLA QVLG GG----TITAKAPT-- TQVTSA KRIV AE N VEA H-S- TD V AG
V A TF L GD V T D N Q A QVAG GT----TITAKNP -- THVTST TTII AE NGLIQA R-SG G D T V AS
V A TF L GD V T D N Q A QVAG DA----TITAKAP -- TKVTSE TTII AE NGLIQA R-SS G D T V AS

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N D EGAA F E VAKLRILAGDVDVDKFLATTM DTN QLAIQ R- ---- VVP --K T H -A- S I S
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
DV DT E F L IL GD DVD FL T D N AIY -G---- WQ ATP--E TQVTVA K G A N QQ Y-A- P DLE VIES

IDV N D EGAA F E VAKLRILAGDVDVDKFLATTM DTN QLAIQ R- ---- IVP --K T H -A- S I A
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTN QLAIQVRQ- ---- S -- T H -S- S
IDV N D EGAA F E VAKLRILAGDVDVDKFLA TM DTN Q AIQ R- ---- EVP --K S H S -G- S M I S
IDV N D EGAA F E VAKLRI AGDVDVDKFLATTM DTN QLAIQ R- ---- VVP --K T H M -A- S I A

V A TF L GD V T D N Q A QVAG GS----TITAKNP -- TQVTST TTII AE NGLIQA R-SG G D T V AS
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-

V A TF L GD VD F T DT QLA QVLG GS----SITAKA T-- TQVTSP KRIV AE N IEA H-S- TD V AG
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
DV DT E T A L IL GD DVD FL T D N AY -G---- WS ATP-- YTQVT S K G A T QQ Y-A- P DLE LVLES

IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- T -- E K -A-

A TF A L GD T Q A QAGNDD----TITAKSP -- TRVS D TTII AEINGLIQA R-S-NITD K V IAS
IDV N DTI EGAA TF E VAKLRILAGDVDVDKFLATTM DTNNQLAIQVRQ- ---- P -- E C -A-
IDV N D EGAA F E VAKLRILAGDVDVDKFL TM DTN Q AIQ R- ---- EVP --K T H SS -G- S M I S

V A TF L GD V T D N Q A QVAG GS----TITAKNP -- TQVTST TTII AE NGLIQA R-SG G D T V AS
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L F L G F G L DATRQ LYK SEQ ES TNG----- L FTQ --------IQP----------SNVT LN-
L F L G F G L DATRQ LYK SEQ ES TNG----- L FTQ --------IQP----------SNVT LN-
L F L G F G L DATRQ LYK SEQ ES TNG----- L FTQ --------IQP----------SNVT LN-
L F L G F G L DATRQ LYK SEQ ES TNG----- L FTQ --------IQP----------SNIT LN-
L F L G F G L DATRQ LYK SEQ ES TNG----- L FTQ --------IKP----------SNVT LN-
L F L G F G L DATRQ LYK SEQ ES TNG----- L FTQ --------IQP----------SNVT LN-
L F L G F G LATRQ LYK SEQ ES TNG----- L FTQ --------IKP----------SNVTNLN-
L F L G F G L DATRQ LYK SEQ ES SNG----- L FTQ --------IKP----------SNVT LN-
L F L G F G LATRQ LYK SEQ ES TNG----- L FTQ --------IKP----------SNVTNLN-
L F L G F G L DATRQ LYK SEQ ES TKG----- L FTQ --------VQP----------SNIT LN-
L F L G F G L DATRQ LYK SEQ ES TNG----- L FTQ --------IKP----------SNVV LN-
L F L G F G L DATRQ LYK SEQ ES TNG----- L FTQ --------IKS----------SNVT LN-
L F L G F G L DATRQ LYK SEQ ES SNG----- L FKQ --------IKP----------SNVV VN-
L F L G F G L DAIRQ LYR SKE QN SDG----- L FKQ --------ISL----------ENSV LR-

V L F GDS N FDG L DA RE LYK WTLFES SV PDE LLK --------VDP----------SKVV LG-
V L F GD N FDG L IDA RE LYK WILFER ASA PEE LLS --------VNP----------GNT LQ-
V L F GD N FDG L IDA RE LYR WILFER AST PEE LLS --------VNP----------GNT LQ-
V L F GD N FDG L IDA RE LYK WVLFES TLV PDE LLR --------VDP----------SNT LQ-

L F GDS N FDG L DAIRE LYK WTLFES A- PGE LQK --------VDP----------SRVL LG-
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L F GDS N FDG L DAIRE LYK WTLFES A- PGE LQK --------VDP----------SRVL LG-
V L F GDS N FDG L DA RE LYK WMLFEG AT PDE LLK --------VDP----------SKVV LE-

L F GDS N FDG L DAIRE LYK WTLFES V- AGE LHK --------ADP----------SRVL LG-
L F GDS N FDG DAIRE LYK WILFES A- AGE LHKI--------VDP----------SRVL LG-
L F GDS N FDG L DAIRE LYK WTLFES V- AGE LHK --------ADP----------SRVL LG-
L F GDS N FDG L DAIRE LYK WTLFES A- TGE LYK --------VDP----------SRVL LG-
L F GDS N FDG L DAIRE LYK WMLFES A- PGE LQK --------VDP----------SRIL LG-
L F GDS N FDG L DAIRE LYK WTLFES A- TGE LHR --------VDS----------SRVL LG-

V L F GD N FDG L D IDA RE LYR WILFER TST PEE LLR --------VNP---------- NT LQ-
L F GDS N FDG L DAIRE LYK WTLFES A- TGE LYK --------VDP----------SRVL LG-

V L R L LG F Q IDA QR VYRYF Q G ATGS--FN PSLQDV--------VGT----------G T MG-
V L R L LG F Q IDA QR VYRYF Q G ATGS--FN PSLQDV--------VGT----------G T MG-

L R L F Q IAQMR VYRYF R GQAAAGT--FD PTLQDV--------VGT----------G T NMG-
L R L F Q IDAQMR IYRYF R GQAAAGT--FD PTLQDV--------VGT----------G T MG-
L R L F Q IDAQMR IYRYF R GQAAAGT--FD PTLQDV--------VGT----------G T MG-
L R L LG N FAIRR MYMYF K D TTGG -GD PSLADM--------AVL----------GNVVTSA-

K L R L L FD QKAC R MYMYA K D NNGGG-SGD SLYDM--------CAA----------G VAGG-
L F L G F G L DATRQ LYK SEQ ES SNG----- L FTQ --------IKP----------SNVT LN-
L F R L L F QAIRR TYM Y K D ATTGNP-GD PSLSDM--------CAA----------G RFNSA-
L L F G Q IAKIR LYRYFQR GETTGAV--TT P LTGM--------VGT----------G T AMG-
L AF R L GD N FDG L DANRR LY C L EV TTA PNE FLK --------VNP----------ANVV KA-
L R L L FD L IAIRR MYMYF K D DNAGTKVGD SLGE --------AT-------------N TTA-
L F L G N F G LAIQR LYK FNL EI NPAI PNE A LKK --------VDP----------FNVVNLG-
L L F G IADMR MYRYFQR DEVTGGI--SQ P LQDM--------VGA----------GKT NMG-
L R L F G IAKIR LYGYF R GEATGGI--SQ P LQDM--------VGA----------GKT NMA-
L L F G IADMR MYRYFQR GQATGGV--SQ P LQDI--------VGA----------GKT NMG-
L L F Q IAKIR LYRYFQR GETTGVV--TT PSLTGM--------VGA----------G T AMG-

A L G P L Q DAKRRILY YAQQ DSF--GS--AVGP L D --------CAA----------S LV MG-
A L A G L IAKRRILY YAAR GAAT-GN--P QG LRD --------ADP----------ARV NLA-
A L G P L Q DAKRRILY YAQQ DSF--GS--AVGP L D --------CAA----------G LV MA-
A L G P L Q DAKRRILY YAQQ DSF--GS--AVGP L D --------CAA----------G LV MA-
A L G P L Q DAKRRILY YAQQ DSF--GS--AVGP L D --------CAA----------G LV MA-
A G L DAKRQVLY YAQWIV--------NTAT LVT --------CDA----------SRIV MA-

L L F G IAKIK DYGYYAH DVAT-GD--PV G LQDI--------VAP----------GNV NVG-
VK L F GD N FDG L QA R YYK WETFNT NSA PQE LRR --------VAS----------G TVTARD
K L R L L FD DAC R MYMYF K D DNGNTLSGD SLFDIANDVAPTMSVG----------ANVV MG-

F G N F G L Q IAIRRMMYQ WATFNT NEGA PQE N LQQ --------VTG----------G T TANA
V L R L L F Q IDA QR IYRYF Q G AATGS--FN PSLQDV--------VGA----------G T MG-

L L G DALAE IYGYFAW D----GT--PGTG LRDY--------IAA----------ARIV MG-
L R L D QACTR LLMSF K DKVNGGT-EGDY SLYDM--------CDA----------N IVAGG-

K L F G S N FDG L QAI R YYK WGTFNT N SL PEE LRQ --------VSS----------G TLTARD
F G P LAEVQNWYG YARMDVLT-GN--PSLG L D --------VAP----------SRTLNLG-
F L G N F G L Q IAIRRMLYQ WTT NT NEGT PQE N LRQ --------VVA----------G T TANA

L A G P L Q DAKRRILYSYAAQ DSA--GV--L AP L D --------CAA----------G LV MG-
G L IAEIKCDYGYYARMDTLT-GD--PVHG LLD --------VAP----------GNI NPG-

VK L F GD N FDG L QA R YYK WETFNT NSV VQE LRR --------VVS----------G TLTARD
V F G N F G L QA RRMTYQ WTAFNT NEGT PQE N LRQ --------VVA----------G TVTANG

A G P D DAKRQILY YAEHIV--------SPTI L AA--------CDS---------- RNV MG-
L F L DMIRQ LYG SER DAAP-SP--ANPLALRNY--------IEP---------- RIVNLA-
L F R L G N F G Q DACRQ LYG F L FI N-PV PGE I FDNI--------ITGA------AFAG IV AL-

F R L G N F G Q DATRQVLYG F L FV N-PA PGE I FDNI--------ITGA------PFAG IV AL-
R L G S F G LACRQCMYEGF L ES I GND-GE A LRS --------VPA----------NMTVTVG-
R L G S F G LACRQCMYQGF L ES I GND-GE A LRS --------VPA----------NMTVTVG-
R L G S F G LACRQCMYQGF L ES I GND-GE A LRS --------VPA----------NMTVTVG-
R L G F G LACRQCMYDGF L EN IAGND-GE A LRS --------VPA----------NMTVTVG-

K K L R F R L GD N KAFDGI L Q IA A G K K T AT RSV S AK --------VAA----------G T SAGT
L A G L IDAKRRILYSYAQR GTAT-GN--P QA LRD --------ADP----------ARV LA-

V L R L LG F Q IDA QR VYRYF Q G ATGS--FN PSLQDV--------VGT----------G T MG-
F G LGEIENWYGYYGRMDTAT-GD--PV G LLD --------VAP----------GRIVNMG-

K K R FRR L GDS N K FDGI L QA AMG K T AI GS A E AS --------TPA----------G TLAAAT
V L R L L F Q IDA QR IYRYF Q G AATGS--FN PSLQDV--------VGA----------G T MG-

K KG AR FRR L G N K FDG L Q IA I K T AN NASV A E VHR --------VTA----------N T SAGT
K KGLAR FRR L GD N K FDG L Q IA K T AI NGT A E VAS --------VTG----------G T TAGA
K KG AR F R L GDS N K FDG L QA M Q H T AM SK R E LAS --------TPA----------A TLVAGK
K KGL R F R GDS N K FDGI L QA G K K TIVN AV A S KK --------TPA----------A TLVAGA
K KGL R F R GDS N K FDGI L QA G K K TIVN SV A S KK --------TPA----------A TLIAGT
K KGL R F R GDS N K FDGI L QA G K K TIVN SV A S KK --------TPA----------S TLIAGT
K KGL R F R GDS N K FDGI L QA G K K TIVN SV A S KK --------TPS----------A TLIAGT

153

151

151

152

151

151

151

152

151

151

157

153

153

153

159

170

67

159

151

149

156

149

151

150

151

151

143

144

143

143

143

139

144

154

151

154

151

142

154

154

144

154

143

144

154

154

139

144

152

168

154

205

200

154

150

144

86

144

150

151

150

151

150

150

150

150

150

Printed	from	SnapGene®:		4	Aug	2022		10:26 Page	31



87
88
89
90
91
92
93
94
95
96
97
98
99
100
101
102
103
104
105
106
107
108
109
110
111
112
113
114
115
116
117
118
119
120
121
122
123
124
125
126
127
128
129
130
131
132
133
134
135
136
137
138
139
140
141
142
143
144
145
146
147
148
149
150
151
152
153
154

K KGL R F R GDS N K FDGI L QA G K K TIVN SV A S KK --------TPS----------A TLIAGT
L F G F G L QKAERR QQL WELIDT VAGS--GS L LSG --------LPA----------G VVVG-

K L R L L FD Q IDAC R MYMYF K D VNGNTLSGD SLFDIAGDV----NSG----------S I MS-
K K L R F R GDS N K FDG L QA A G K K TIVN SV A S VKK --------TPA----------S TLIAGT
K K L R FRR L GDS N K FDGI L QS A G K A VQ SV A E RA --------TPA----------A TLVAGA

L AAKRR LY YATFIAD----S--NQSGSLVGI--------CDA----------ARVVNMA-
L F G S F G L QAERR QQL WELIDT V GS--GS L LSG --------LPA----------G RVVVG-
L F G F G L QAERR QQL WELIDT VAGS--GR L LAG --------LPA----------G RVVVG-

K KG R FRR L GDS N K FDGI L DQ IA IT K S AQ SV A E DR --------VYN---------- V VGG-
K KGL R F R GDS N K FDGI L QA G K K TIVN AV P S KK --------TPA----------A TLVAGT
K KG AR F R L LGDS N K FDG P L Q IA V E H T M AT A E L K --------VSG----------S T SAGA
K KG R FRR L GDS N K FDG L QA IG Q T VN SV R E VKK --------VPA----------K TLIAGK
K KG AR FRR G S K FDGI LA M T AVVQ N VTDP S EK --------VADT---------GNFFEAGL
K K L R FRR L GDS N K FDGI L QA A G Q T VN AV R E KK --------VPA----------K TLVAGL
K KG A FRR L GDS N K FDG L IA M TT A VV TV P Q LEK --------VTDT---------GNF EAGV
K KG AR FRR L GD N K F G L Q IA M K T AI ATS P E N VAK --------VTA----------G T TAGT
V F L Q DA RNCMNG FYLILADAAGG-TGSPPTLVS -------CTGT----------S MN FN-

K KG AR FRR GDS K FDGI LA M T AVVQ TVDN S EK --------VKDT---------GNFFEAGV
K KG R F L GD N K FDGI L Q IA VG K HKT AT ASV P E AK --------VTE----------E T SAGP
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K K LA F L GD N KAFDG P Q DA S MT HKT AQ ASA P L KM--------VTP----------T TV VG-
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K K L R F L GD N K FDG L Q DS A N L KQT VS ATA P Q LSK --------VTA----------G TM AAP
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KGLA FRR LI GDS N K FDG LA TT A Q AV P S LNK --------VNDT---------GNYFEAGP
K KG R R L GDS N K FDG L Q DA MS QY AA VE TT A Q LKK --------VTT----------T TL AK-
K KG R F L GD N K FDGI L Q IA VG K HKT AT ASV P E AK --------VTE----------E T SAGP
K KG R F L GD N K FDGI L Q IA VG K HKT AT ASV P E AK --------VTE----------E T SAGP
K KG R R L GDS N K FDG L Q DA MS QY AA VE AT A Q LKK --------VTT----------A TL AK-
K K ARAF GDS N K FDG L Q IA SM QKSVVN SV E E LKA --------VTA----------E T EAGV
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG R F L GD N KAFDG P L Q IA VG K HQT AT ATA T L K --------VDA----------S T TAGD
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K K L FRR L GDS N K FDG L QA A GMQ T VN TK R E VKM --------VPA----------K TLIAGA
K K L FRR L GD N K FDG L QA A GMQ T VN TTK R E VKA --------VPA----------K TLIAGA
K K R F G N K FDG P L DA AVG I KKTIAQ NASK P E L Q --------VTS----------AMTL ADT
K K R F G N K FDG P L DA AVG I KKTIAQ NAAK P E L Q --------VTS----------AMTL ADT
K K R F G N K FDG P L DA AVG I KKTIAQ NAAK P E L Q --------VTS----------AMTL ADA
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K K R LI G N F G L QKT TAS KYQDM N TGAG --E L LLG --------VPS----------A VPTGA
K K R F G N K FDG P L DA AVG I KKTIAQ NASK P E L Q --------VTS----------AMTL ADT
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
K K R FR L GD N K FDGI L QKIDA AVG E KV AE HDT A Q SK --------VTT----------T AG-
K KG AR F R L G S K FDGI L QA M K Q T AT N GTDP S SE --------CAD----------N VLPTSG
K K AR F R L G N K FDG P L QA AV E H T AK NATA P E L Q --------AAAA-------PNS QVVAGA
K K L R R L G N K FDG L QA A T KLK T VN NNAV A E LKV --------TPA----------E TLIAGT
KVKGLAR F R L LGD N K FDG L DQ IDS K A V ETS S S LGR --------TAS---------- I AA-
K KGL F LI GD K FDGI QA RTK QKT N RSVHS E AAI--------SNG-------LGSS VQVVGA
K KG FR L GD N K FDG L QA MSLQ SE VN TAV A S LRK --------TPA----------G TLGAGT
KVKGLAR F R L LGD N K FDG L Q IDS K A V ETS S S LGR --------TAS----------E I AA-
K K R FR L GDS N KAFDG L QA AIN T NT VN AV A VKK --------TPA----------G TLVAGA
K K L RA RR I GD N K FDG L M QA A G L TI N NSV A E LKK -------- PA----------N TLVAGN
K KG R F R L G S K FDGI L Q IA MS K Q T AT N GTDP S AE --------CAD----------N V SADG
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQK DITT S K -------- K---------- V A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITA S K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQK DITT S K -------- K---------- V A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT S K -------- D---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT S K -------- D---------- A-
K K R FR L GDS N KAFDG L QA AIN T NT VN AV A VKK --------TPA----------G TLVAGA
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K K R FR L GDS N KAFDG L QA AIN T NT VN AV A VKK --------TPA----------G TLVAGA
KVKGLARAFRRNLILGDS N KAFDGIP L M DQKIDITT T K -------- ID---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQ IDIN ET T R -------- K---------- N A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT S K -------- D---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT S K -------- D---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQ IDIN ET T R -------- K---------- N A-
K KG R F L GD N K FDGI L Q IA VG K HKT AT ASV P E AK --------VTE----------E T SAGP
K KGLAR F R L GD K FDGA K K T VV ATSSP E LGKI--------AEA----ITAGDASRTVVAGT
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT S K -------- D---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISA S K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT S K -------- D---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQ DITT S K -------- K---------- NV A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT S K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQ DITT S K -------- K---------- NV A-
KVKGLARAFRRNLILGDS N KAFDGIP L H DQKIDISS N R --------I A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITA S K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQ IDIN ET T R -------- K---------- N A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV SS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQK DITT S K -------- K---------- V A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQ DITT S K -------- K---------- NV A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV SS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV SS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS K R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS T R -------- A---------- A-
K K A F GD AFDG L QA AV HK METFYY TAEDEN LAK --------VDA----------G EVSMGT
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
K KGL FRR L GDS N K FDGI L QA GIK T VN SQ K S KT --------TPA----------G TLVAGA
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIIS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS S R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV SS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
K K R FR GDS N K FDGI L QA SIN V NAIVN DV A S KK --------TPA----------S TLVAGA
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV SS N R -------- A---------- A-
K K LA AF GDS N K FDG L QA A Y QQTVAT GS A Q LAV --------NDN---------TN VVSAGT
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGI L MH DQKIDISS N TR -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS T R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS S R -------- T---------- A-
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KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS S R -------- T---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- E---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDINT N R -------- A---------- A-
K KG R F LI GDS N K FDG L DQ IDA MG E SKV Q AV A Q VAK --------VTS---------- T GK-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
K KG R F LI GDS N K FDG L DQ IDA MG E SKV Q AV A Q VAK --------VTS---------- T GK-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS T R -------- T---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS T R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV SS N R -------- A---------- A-
K K A AF G S N K FDG L Q IA AV H LQAFYR N VV P Q LRK --------VPA----------S T QPGP
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV SS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS T R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS S R -------- E---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV ST N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- D---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV IT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
K KG R F LI G S N K FDGI L DQ IDA MG E SKV Q N TT A Q AK --------VTS---------- T GK-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT S K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQ IDIV TT N K -------- D---------- M S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS S R -------- T---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS T R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS KAFDGIP L MH DQKIDIV TTDN R -------- A---------- A-
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGD N KAFDGIP L MH DQKIDIFST N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILGDS N K FDGIP L MH DQKIDIST N S K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
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KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV ST N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS T R -------- T---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV SS N R -------- E---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT S K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- E---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV IT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- T---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TA N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- A-
KVKGLARAFRRNLI GD N KAFDGIP L MH DQKIDIV AST N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAF RNLILGDS N KAFDGIP L MH DQKIDIC TT T K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLIL DS N KAFDGIP L MH DQKIDID ST N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH QKIDIV TT N K -------- D----------N S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS KAFDGIP L MH DQKIDISTDT K -------- D---------- E-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQ IDIN ET T R -------- K---------- N A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
K KG AR F R L GDS N K FDG L Q DA V E H T AR KT A E FDK --------VTS----------T IV AGA
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE N K -------- D---------- E-
K K R I GD F G L Q IA SVG QYQDTM N GTSE--T Q LLS --------VAA----------G T TGDT
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
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KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- D---------- A-
KVKGLARAFRRN ILG S N KAFDGIP L MH DQKIDII N TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDITT T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS S R -------- E---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- A---------- A-
K K A AF GD K FDG L Q IA AV H LATFYT ASADP Q LRR --------VPA----------S T QPGP
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILG S N KAFDGIP L M DQKIDIN TE T K -------- NN---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
K K R LI G F G L QKA SAG NYQNQ N SGASD--E N LIN --------CAS----------G ATTGG
KVKGLARAFRRN ILG S N KAFDGIP L MH DQKIDII N TE T K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH QKIDIST T K -------- D----------N E-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- A---------- A-
K KG R FRR L GDS N K FDG L Q IA MG R T VQ AA S E LWK --------VTA----------Q S AAGA
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
K K R LI G F G L QKT TAS KYQDM N TGAGD--E L LLG --------VPV----------A VATGA
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKG ARAFRRNLILG S N KAFDGIP L MH DQKIDIM N ET N R -------- E---------- A-
K K R GD N G L Q IA SCG KYQDQMVN GTG --NMT MFG --------VAA----------G T TANN
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAF GIP L MH DQKIDIST N E K -------- D---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA N K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA N K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L M DQKIDIN TE T K -------- RN---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA T K -------- N---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA N K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA T K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA T K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA N K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRN ILG S N KAFDGIP L MH DQKIDII N TE T K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA T K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA T K -------- N---------- A-
KVKG ARAFRRNLILG S N KAFDGIP L MH DQKIDIM N ET N R -------- E---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N K -------- D---------- E-
K KGL R FR NL GD N K FDG L DQ DA G K M VT TSV S Q VRK --------VTA---------- TL AGV
KVKGLARAFRRN ILG S N KAFDGIP L MH DQKIDII N TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
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KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQ IDIN ET T R -------- K---------- N A-
KVKG ARAFRRNLILG S N KAFDGIP L MH DQKIDIM N EA N R -------- E---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TA N K -------- N---------- A-
K K R L GD N F G P L QKA SAG QYQTM AT GTG --T A L T --------VDA----------S VVTGT
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRN ILG S N KAFDGIP L MH DQKIDII N TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N K FDGIP L MH DQKIDIGA S S L -------- A---------- A-
KVKGLARAFRRN ILG S N KAFDGIP L MH DQKIDII N TE T K -------- N---------- A-
K KG R F LI G S N K FDGI L DQ IDA MG E SKV Q N TT A Q AK --------VTS---------- T GK-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
K K A AF GD K FDG L QA AV H LATFYT ASADP Q LRR --------VPA----------S TFQPGP
KVKGLAR FRR LILGDS N K FDGIP L H DQKI IS S TT A S K --------I A---------- - A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST T K -------- D---------- E-
K K R LI G F G L QA AVG KYSSL N TGANE--E V LLG --------VSS----------G TLTAGT
K K R R LI G F G L QK DA SAG NY NQ N SGAAD--E N MIN --------CAT----------S V TGN
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-

K A AF GDS N K FDG L Q IRA AV Y TESFFI TA P S LRK --------VPA----------A T SPGA
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N R -------- A---------- A-
K K A AF GDS N K FDG L Q IA AV H LNAFYR AV P Q LRK --------VPA----------S T QPGP

K A F GDS N KAFDG L QRA AV HL SDTFFN TA P LAK --------VPP----------S TLEPGP
KVKGLARAFRRN ILG S N KAFDGIP L MH DQKIDII N TE T K -------- N---------- A-
K K R GD N G L Q IA SCG KYQDQMVN GTA --NMT LFG --------VAA----------G T TANN
K K R F G N K FDG P LA AVG I KKTVAQ NATA P E L Q --------VTS----------PMTLAAGA
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
K K LAR F GD K FDG L Q IA A T QDSVVN NVARP E LKA --------TTA----------A T TAGA
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
K K R GD N G L Q IA SAG QYQSQMVN GTG --NMA LFG --------VAG----------S T TANN
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-

F G P L IGEIQTWYGYYGRMDVLT-GN--PV G L D --------VAP----------ART NMG-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN ET T R -------- K---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDIST N R -------- A---------- A-
KVKGLARAFRRNLILGD KAF GIP L M DQ IESVDA N K -------- VP---------- S -VA-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- E---------- A-
K K R F LI G F G L Q DA SCG K QDM N TGASD--Q E LIN --------VAA----------G TL NGT
K K AR F R L GDS N K FDG P L QA TV E H A AT SV S V L R --------LKQAQDFAATAGGS IVSAGT
K K R F LI G F G L Q DA SCG K QDM N TGAND--Q E LIN --------VAA----------G TL NGT
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS S R -------- E---------- A-
K K R GD N G L Q IA SAG QYQSQMVN GTG --NMA LFG --------VAG----------S T TANN
K K L R F LI GD N F G L Q IDA S G K QDS N GTG --S Q LAS --------ASA----------S I VGT
K K R L G F G L QA AVG KYANL LN TGANE--E E LLT --------ASA----------G TLIAGA
K K R LI GD N F G L Q IA SAG KYQDQ N GTG --T T LLG --------AAA----------G T GANN
K K R LI G F GI L QKA SCG KYQDM N TGASD--E E IN --------CAE----------G VATGD
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N K FDGIP L H DQKI IAT T S K --------I K---------- - A-
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-

K A F GDS N KAFDG L QRA AV HL SDTFFN TA P LAT --------VPA----------S TLEPGP
KVKGLARAFRR LILG N K FDGIP L H DQKIS NADE A S R --------I K---------- -VA-
KVKGLARAFRRNLILG S N KAFDGIP L MH DQKIDIN TE T K -------- N---------- A-
KVKGLARAFRRNLILGDS N K FDGIP L H DQKI ISA A T K --------I N---------- - A-
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KVKGLARAFRRNLILGDS N K FDGIP L H DQKI ISA A T K --------I N---------- - A-
KVKGLARAFRRNLILGDS N K FDGIP L H DQKIVT A S K --------I N---------- -VA-
K K R GD N G L Q IA SAG QYQNQMVN GTG --NVA LFS --------VAA----------S T TANN
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
K K R LI G F G L QA AVG KYSNL N TGAND--E V LLG --------ASS----------G TLTAGA
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-

K A AF GDS N K FDG L Q IRA AV H SDAFYN AA P Q LKK --------VSA----------A T APGA
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
KVKGLARAFRRNLI GDS N KAFDGIP L MH DQKIDIV TT N K -------- D---------- S-
K K R F GD N F G L QA SIG Q QTTMVT GSG --T E LMS --------VAS----------T SFEVGT
KVKGLARAFRRNLILGDS N KAFDGIP L MH DQKIDISS N R -------- A---------- A-
KVKGLARAFRRNLILGDS N K FDGIP L H DQKI ISS A T K --------I N---------- - A-
K K R GD N G L Q IA SAG QYQNQMVN GTG --NVA LFS --------VAG----------S T TANN
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G D G I R N P----- NI----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR-- QI --
G D G I R N P----- NT----LKLEDL HAKGQIRVKE ESGV FTNQSGYEQI KAYYNR-- QI --
G D G I R N P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR-- QI --
G D G I R N P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR-- QI --
G D G I R N P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR-- QI --
G D G I R N P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI RAYYNR-- QI --
G D G I R N P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR-- QI --
G D G I R P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR--DQI --
G D G I R N P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR-- QI --
G D G I R N P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR-- QI --
G D G I R P----- NI----LNLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR--DQI --
G D G I R N P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQPGYEQI KAYYNR-- QI --
G D G I R N P----- NI----LRLEDL RAKGQIRVKE EYGV FTNQSGYEQI KAYYNR-- QI --
GA T D G I R R N P----- T----L LEDL RAKGKIRIRN ESGI ITNEPGY LI KAYYNR-- IL --
G T D V G I S RA A V P----- RE----L LEDM SAKEM RTND RHTV FTS IGK IH AYWNR--A A EY
G T D V G I S RA A P----- RP----L LEDL RAKEL RAND RCVV FTS IGK IN SHYVR--GLR DS
G T D V G I S RA A P----- RP----L LEDL RTKEL RAND RCVV FTS IGK IN SHYVR--GLR DS
G T D V G I S RA A P----- RA----L LEDL RARER RAND RCVV FTS IGK IN SHYVR--GFK DS

T V G S RA A T P-----FKP----L LEVLEQGKEL RTND RGTVVFTN IGK IH AHW R--GLT QY
G T D V G I RA A V P----- RE----L LEDM RAKEM RTND RCIV FTSTIGK IH AYWNR--G A EY

T V G S RA A T P-----FQP----L LEVLEQGKEL RTND RGTVLFTN TGK IH AHW R--GLT QY
T V G S RA A T P-----FQP----L LETLEQGKEL RTND RGTVLFTN IGK IH AHW R--GLT QY
T V G S RA A T P-----FQP----L LEVLEQGKEL RTND RGTVLFTN TGK IH AHW R--GLT QY
T V G S RA A T P-----FQP----L LEVLEQGKEL RTND RGTVLFTN TGK IH AHW R--GLT QY
T V G S RA A T P-----FRP----L LEVLEQGKEL RTND RGTVVFTN IGK IH AHW R--GLT QY
T V G S RA A T P-----FNP----L LEALEQGKEL RTND RGTVLFTN IGK IH AHW R--GLT QY

G T D V G I S RA A P----- RA----L LEDL SAKEL RAND RCIV FTS IGK IN SHYVR--GLR AS
T V G S RA A T P-----FQP----L LEVLEQGKEL RTND RGAVLFTN TGK IH AHW R--GLT QY

GA TF D G IM S LR YR L P----- A----L AAL QAYHLISENN RPNA SN RA T N FVAT-HGIE PT
GA TF D G IM S LR YR L P----- A----L AAL QAYHLISENN RPNA SN RA T N FVAT-HGIE PT

TF D V G IM S LR Y L P-----AVN----L AAL QAYNL TENE RPNA SN RA T QN FVAT-HGIL PT
G TF D V G IM S LR Y L P----- VA----L AAL QTYNL TENE RPNA SN RA T QN FVAT-HGIL PT
G TF D V G IM S LR Y L T P----- VA----L AAL QAYNL TENE RPNA SN RA T QN FA T-YGIL PT
GAS V G IM S LR----- LDTAGQMEELQQTYNL TANN RPTA CN RA YIVSTFYGL--GANLEY
A T E V G CIM RA V P-----S A----P LAKLQ TYHL AANA MAN CNTRGS IIKAYND --GMH LY

G D G I R P----- NT----LKLEDL RAKGQIRVKE ESGV FTNQSGYEQI KAYYNR--DQI --
A G IM S R A V P-----A P-NAAARIDELQKAYSLITSNN RPNA CN RAY WIM AYFG --GAN EY

GA TF D K G IM S R L P----- A----L AAM QAYNLI SNQ RPTA SN RAQ TFAN YFGA-GAGE PM
GA T D V GA I A R P----- T----L LKDL IAKGN RANN PII TTNQHGYE I TAHYDA--GIT EI

E G IM S R P-----TNT-DKYTKLRSLQ AYFKITANN RPNA CN AAM WIINAYYLA--GMN EV
G T D I YR S----- TP----L LEAV RAKGYIRTSEMKNKI -TNTTGYIL EAVHNA--GISF -
GA TF D G IM S LR R L P----- A----L AAL QAYHLIDSNQ RANA SN RA TF N YFGD-GGGE KD
GA TF D G IM S LR R L P E----- A----L AAV QAYHLIESNQ RPNA SN RA TF S YFGA-GGGE K
GA TF D G IM S LR R L P----- A----L AAL QAYHLIESNQ RANA SN RA TF N YFGD-GGGE KD
GA TF D G IM S R L P----- A----L AAL QAYNLIRSNQ RPSA SN RAQ TFAS YFGA-GGGE PM
G T D G IM S LR YR L R----- GA----L LDCL DAYERITAGT RPTL SH RS T K C DA--GFKAER
G T DE V G IM S LR YR L R P----- GA----L LPCL AYER TAGT RPTL SH RS T N C VA--GFK ER
G T D G IM S LR YR L R P----- GA----L LDCL DAYERITAGT RPTL SH RS T K C DS--GLV ER
G T D G IM S LR YR L R----- GA----L LDCL DAYERITAGT RPTL SH RS T K C DA--GFKAER
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G T D G IM S LR YR L R----- GA----L LDCL DAYERITAGT RPTL SH RS T K C DA--GFKAER
G T D G IM S LR YR L R P----- GA----L LACL DAYERITAGT RPTL SH RS T K C DA--GFK ER

T D V G IM LR YR L R P-----AGA----L LDCL DAYER VAGT RPTL SSKRG T S C AA--GFK ER
GA F V IM YR L P----- P----LS PCLEATFGK TANNNRPSV SNLRSRES N CWAA--GIE PM
G D LV G A R V P E---GA GV----PALREL Q GKITTNG RPHVLYTSRKGAE I RAHYRA--S T -
AS E V C M S RA A P-----S ----PSLAKLQ TYHL VAGGAEAN V CN RAS II AYNAA--GMH QR

G T FD L D VK G A N P E---GA GV----P LAE N L L SAD RATVLYSCRTGFD WKKAHYNL-- SV T
GA TF D G IM S LR YR L P----- A----L AAL QAFHLISENN RPNA SN RA T N FVAT-HGIE PT
G TF V G I S LR Y L R P----- GA----L PCLNLAYNF VSNN RPTV VSS RE T EQ C DN--GFA PQ

T V CIM RA P E-----SVA----P LDLLQQTWHL TAGNARAN CNNRAS IIKAYNDQ--GMH T
G D LV G R P E---GA GI----PSLREL Q GKITANG RPHVLYTSRKGAESI RAYYRA--GIT -
G TF E D V G IM LR YR L P E----- GL----L ACLE AH L TANQ KPTV SNARS S N CWNA--GIK P
G T FD L VK G P E---GA GQ----P LAE Q MAL SAD RPTVLYSSRKGFDSWKKAHYAL--STV A
G T D G IM S LR YR L R----- LG----L LDCL DAYERITAGT RPTL SH RS T K C DA--GFKAER
GA F D IM YR L P E----- P----LS PCLEAAF KITGNNNRPSF SNLASRAS N CWAT--GIK P
G D L G A R V P E---GA GI----PALREL Q IGKITTNG RPHVFYTSRKGAE I RAYYRE--Q T -
G T FD L VK G L A N PSE---GA GV----P LAE Q IGK ASD HPTVLYTSRKG E LKKAHYNL-- SV

S T D V G IM LR YR L R-----LS ----L LDCL DAYSR TAGT RPTL SSTKG T S C AA--GIPQER
G F V G IM L Y L R P----- GA----LN HCLGDAWHR DAND RPTM SATPA AT EL C MS--GFE PK
G T D K I R P E----- LA----L TRLL RAQRRP SGDNFDGY CTSAQGYIEI QAFLAS--GTL Q
G T D K I R P E----- LA----L TRLL RAQRRI AGDNFEGM WTSAQGYIEI QAFLAS--GTL Q
G T FD V D G IM R L Y L R N----- VP----- LQQ DAFFS V NE YPNA G TGS KR LN M AA-- QDIVY
G T FD V D G M R L L R N----- VP----- LQQ DAFFK V NE YPNAV G TGS KRFLN M AA-- QDIVY
G T FD V D G M R L L R N----- VP----- LQQ DAFFK V NE YPNAV G TGS KRFLN M AA-- QDIVF
G T FD V D G IM R L L R N----- VP----- LQQ DAFFR V NE YPSV G TGS KRFLN M AA-- QDIKY
G FSM DEL DAV GA D I MRS RAYRALLR GP E---N- NA----LS L L PY-- - A I GTV AT-GAT T
G T DE V G IM S LR YR L R P----- GA----L LPCL AYER AAGT RPTL SH RS T N C AA--GLK ER
GA TF D G IM S LR YR L P----- A----L AAL QAYHLISENN RPNA SN RA T N FVAT-HGIE PT
A F V G IM L Y L R-----A P----LS PCLSRAYHL AANN KPTV SNARS ES EN C LN--GQNLEY

GA T M DEL D V GA D MMR RA R LR S---N- A----V CE L K T LN-- - VL QGTW I SI NM-GGNDA H
GA TF D G IM S LR YR L P----- A----L AAL QAFHLISENN RPNA SN RA T N FVAT-HGIE PT
G T SM DEL DAV GA D MMRS RAYRALLR P---N- NA----L L L L PN-- - VL GTI AS-GGLE AH
GA T M DEL DAV GA D IMMRS LRAYRALLR P---N- P----I LT L L PN-- - A GT AM-GGTL ES
GA T SM DEL DA GA D M RAYR LLR---D- A----L L L C IPN-- - VLV SRGAI T AT-YGTDAVM
GA M DEL DAVK GA D MMR RA RA R---N- A----VSAE L L L-- - VL RGTW I IM SF-GGNTGDM
GA M DEL DAVK GA D MMR RA RA R---N- A----VSAE L L L-- - VL KGTW I IM SF-GGNTGDM
GA M DEL DAVK GA D MMR RA RA R---N- A----VSAE L L L-- - VL KGTW I IM SF-GGNTGDM
GA M DEL DAVK GA D MMR RA RA R---N- A----VSAE L L L-- - VL RGTW I IM SF-GGNTGDM
G T FDE V D IM L Y ALLR P----- VP----- LQQ ALSL V NEAHPTA SNWGA KR L AA--GLK DL
A T E V CIM S RA A P-----S A----P LAKLQ TYHL VAGGAEAN CN RAS II AYNAA--GLH NR

GA M DEL DAVK GA D MMR RA RA R---N- A----ISAE L L L-- - VL RGTW I IM SF-GGNTGDM
G F M DEL DAVK GA D MMR RA RALLR---N- SA----VN G L K N-- - VL QGTW V AA-GGNEAAT
GA T D V G IM S LR YR L R----- A----L LDCL DAYER TAGT RPTL SH RS T S C AA--GI-YQR
G T FD V D IM LR Y LLR P----- VP----- LAQ QAYSL V NEAHPTA SNWGA R LD AA--GLK DL
G T FD V D IM LR Y LLRT P----- VP----- LAQ RALSL V NEAHPTA SNWGA R LD A--GLK DL
G M F M DEL DAV GA D I M S H RA RA LR P----- NA---- S T L L PN-- - A F T A I L M AT-GGLE AH
GA M DEL DAVK GA D MMR RA RA R---N- A----VSAE L L L-- - VL RGTW I IM SF-GGNTGDM
G S T M DEL DAV GA D MMR RAYR LLR---N- G ----L LA L C PK-- - VL RGTI N AT-SGTDAVM
GA F M DEL D VK G D MMR R ALLR---D- A----VS T L R V N-- C- VL RGTW SIK AM-GGNDAGT
GA SM DEL D D MMR LRA AL R---N- A----ISL L I KLEG--RRP AL TGT LK W LA-GGNTGGM
G TF M DEL DAVK G D MMR RA LLR---N- SA----V T L R N-- C- VL KGTW IKQ AM-GGNDATT
G DELVD D MRS LRA AL R---N- GA----VSLAIL KLTG--KKP AFV GT LK W AA-GGNTGNM
GA T SM DEL DAV GA D IMMR LRA RALLR---N- A----L L L L PY-- - V AGT H SL-GGTSVDN
GA D V G I S Y L R P----- A----LALADY TYYFK SA-- RCNA VSN AQVIR LT M AA--GLT EF
G SM DEL D D MMR LRA AL R---N- GA----ISL L I KLDG--RRP AL TGT LK W LA-GGNTGGM
G T DEL D V GA DC MR RAYR LLR---D- GA----I LALL L K PH-- - LV RGTI N VT-SGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T SM DEL D V GA D MR RA R LLR----- QA----L L L C T PH-- - ALV RGTI V G AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T SM D L D V GA D MR RAYRAL R---N- GA----L L L Q Y M LT-- - AFF AGTI V AT-GGTDATQ
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRAL R---D- NP----L LT L C PN-- - V V RGTI I AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G DEL D V D MMR RA L R---N- SA----LSLAAL I M NG---RP AL PGTF LKT W AA-GGNTGGM
G TFSM DELVDAV DC MRS RAY LLR----- SA----L L PL--KP- LI GTY LQ AT-SGTNAPL
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G TFSM DELVDAV DC MRS RAY LLR----- SA----L L PL--KP- LI GTY LQ AT-SGTNAPL
G T DEL D V GA DC MR RAYR LLR---D- GA----I LALL L K PH-- - LV RGTI N VT-SGTDAVM
G T DEL D V GA DC MR RAYR LLR---D- GG----I LALL L K PH-- - LV RGTI N VT-SGTDAVM
A TFSM DELVDAV DC MRS RAY LLR-----N A----L L PL--KP- LI GTY LQ AT-SGTNAPL

G T S D LVD V G D MMRS RAY A LR---D- GA----L L AL H S PN-- GP FL GTR V Q AA-GGNTGAM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T DEL D V GA D I MR RA R LLR---N- GA----L LAKL C L PN-- - V V RGTI F S AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
GA F M DEL DAV GA D MMR RA ALLR---D- A----VS T L R IG-- - VL KGTW IK AM-GGNDAGT
GA F M DEL DAV GA D MMR R ALLR---D- A----VS T L R IG-- - VL KGTW SIK AM-GGNDAGT
GA T SM DEL DAV GA D MR RAYRALL V P---N- P----L L M A IN-- - AFV PGTI YAT-GG Q AM
GA T SM DEL DAV GA D MR RAYRALL P---N- P----L L M A IN-- - AFV PGTI YAT-GGIQ AM
GAS T SM DEL DAV GA D MR RAYRALL P---N- ----L L M A IN-- - AFV PGTI YAT-GGIQ AM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
G F D L V G D M RAY ALLR G E---T- MN----LS GVL T MHL VSKD QV YML PARTI K AL-GGA VN
GA T SM DEL DAV GA D MR RAYRALL P---N- P----L L M A IN-- - AFV PGTI YAT-GGIQ AM
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM

TFSM DEL DA GA DC MMRS RAY LLR-----SNA----L L L IPL-- - L GTY LN AT-SGTNAPL
G TF D L V GA D MR A A LR P---D- EA----L ERL Q LRM PL-- - ALV GGTHD IL M NL-GGTT ND
G T SM DEL DAV GA D I MR RA R LLR---N- GA----L L L C PN-- - V V RGTI F G AT-YGTDAVM
GA TFSM DEL DAV GA DC MMR RA ALLR---N- A----V L R LL-- - F QGTW IK GF-NGNTAET
GA M SM DE VDAV L G D IMMRSEH RAY LLRTV PSE----- A---- NW L V NA - C- A K LQ -GGLQ
G T SM DELVD V GA DC MRS RAYRALLR PSE---N- SA----L L L M PN-- - LV GTV AA-GGTS
G F DEL DAV GA DC MMR RA RAL R---N- GA----LS AQL L PK-- - L RGTW I N AF-GGNVAED
GA M SM DE VDAV L G D IMMRSEH RAY LLRTV PSE----- A---- NW L V NA - C- A K LQ -GGLQ
GA SM DEL DAVK GA D MMR RA R R---N- A----ISP L K Y-- - VL QGTW L EIM QF-GGNTGDM
G DEL DAV GA DC MMR RA RALLR P---D- GA----VSLMAL I SL-- - L EGTW I AT-GGIT EY
G TF D L AV GA D MR A A LR P---D- EA----L ERL Q LR PL-- - ALV GGTHD IL M NL-GGTT DH
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I

GA SM DEL DAVK GA D MMR RA R R---N- A----INP L K Y-- - VL QGTW L EIM QF-GGNTGDM
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K A---- - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G T DEL D V GA DC MR RAYR LLR---D- GG----I LALL L K PH-- - LV RGTI N VT-SGTDAVM
GA S D L DAV GA D M S RA RAL RT E---N- A----LNL LL K L PN-- - ALF P SVI F M TGGGTSAA
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE-----K A---- - - -- I

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
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GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GA T FDE D V G D I M LR L R---N- K----L LAK AL L AP-- RP L C SKRT ELKT R AA-GVSEEAH
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G DEL DAV GA D MMR R LRT---N- GA----VSLEAL K LL-- - AF EGTW GLKSI F-GGNTAPM
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLR YRALLRTV NVGPSE----- ---- - - S --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GA M DEL DAVK GA D MM RA RA LR---N- A----VSPE L K Y-- - VL KQATW I I GM-PGNAADS
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G T M D L DAV G D I MR RA RALLR---N- GA----L LT L Q C PN-- P- V V RGTI F AT-YGTDAVM
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLR V NVGPSE----- ---- - - I --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --

F M DEL D V GA D M RAYR LR-----ASA----LN A L L K PN-- - ILV NRPTI QI AT-SGTDAVM
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --

F M DEL D V GA D M RAYR LR-----ASA----LN A L L K PN-- - ILV NRPTI QI AT-SGTDAVM
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLR YRALLRTV NVGPSE----- ---- - - S --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G S T D L D VK G D M R L R V SE---N- G ----L LELL Q I L P-- KP ALL SKRTR KLAQ R SS-GT LE
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS M FSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- S - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
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GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G S MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- T ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
G S MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- V ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLR YRALLRTV N GPSE----- ---- - - S -- I

F M DEL D V GA D M RAYR LR-----ASA----LN A L L K PN-- - VLV NRPTI QI AT-SGTDAVM
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDE VDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- P - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA CIMMRSEHLRAYRALLRTV NVGPSE----- ---- - -H --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRS HLRAYRALLRTV NVGPSE----- ---- - - G --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
GAS MTFSMFDEL DAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- I - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- - - --
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AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDEL DAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- I - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMM SEHLRAYRALLRTV GPSE----- ---- - - C --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G S MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- S ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
G T M DEL DAV GA D I MR RAYRALLR---D- NP----L LT L C PN-- - V V RGTI AT-YGTDAVM
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
G F DEL D V D G D I M S LR Y LLR--AD- DA----LS GLL L K D KD EV Y L N RT S LG GL-GGASIGD
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV N GPSE----- ---- - - -- I
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
A MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K A---- - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----S ---- - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL G DCIMMRSEHLRAYRALLRTV GPSE----- ---- - T- --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----C ---- - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G S T D LVD VK G D M R L R V S---N- G ----L LELL Q L P-- KP ALL SKRTR KLSQ R QS-GT LE D
GAS MTF MFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- F - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

G F DE D V G D M R Y LLR V E---N- SN----LS EIL ML L TAKD EV YLV HARTI S KT AL-GG TMQ
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
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AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --

TFSM D LVD V GA D IMM S LR YRAL R---GPTNN----L L D R PN-- - A H ST Y C AQ-NGTDAAQ
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----D ---- - - --

G F D L V G D R ALLR E---T- KN----LG EDL T LHL VSKD QV YMLFPARTI SFK GL-GGASVN
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----A ---- - - --

GA F D L D V D G D MM R Y ALLR PGAAN- V----LS EDL A I L T KD QV YL HGRTR K L SL-GGTS AD
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS TFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----N ----I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----S ---- - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----A ---- - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
G DEL D VK GA D MMRS RA R L R---D- NP----ISYAAL K M L-- - VF GTW I E N IH-GGNTAET
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----A ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

G F DEL D V D G D I M S R Y AL R V---N- GA----LS AFL L L V KD NV Y T H RTI S K I AL-GG TADD
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV VGPSE----- ---- - - --S
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

F M DEL D V GA D M RAYR LR-----ASA----LN A L L K PN-- - VLV NRPTI QI AT-SGTDAVM
G S MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- V ---- - - --
G S T D LVD VK G D M R L R V S---N- G ----L LELL Q L P-- KP ALL SKRTR KLSQ R QS-GT LE D

MTFSM DELVDAVKDL GA D IMMRSEH RAYRALLRTV NVGP E-----NSA---- L - - A I -- Q
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV GPSE----- ---- - - --SL
GA FS DEL DAVK G D MM R LLR G E---N- D----VS LL L AKD KV FL HARTI SVKT GQ-SGA II
G F D L D V G D M R Y LLR V E---N- GA----LS EWL N L L VSKD DV YLI HARTR S KT AL-GG PME
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G S T D L D VK G D M R AL R N---N- G ----L LDLM Q I L P-- KP ALL SKRTR KLS R AS-G LLETD
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G S T L D VK G D M R L R V E---N- G ----L LELLEQ I L P-- KP ALL AKRTR KLAQ R SS-GS LET
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G S T L D VK G D M R L R V E---N- G ----L LELLEQ I L P-- KP ALL AKRTR KLAQ R SS-GS LET
G T DEL D V G D M R L RT N---D- GA----L LDLM I L RP-- RP ALL HKRTR KLSQ R S-G LLETD
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GA F D L D V D G D MM R Y ALLR PGAAN- A----LS EDL A I L T KD QV YL HGRTR K L SL-GGTS AD
GA T SM DEL D V GA D MR RAYRALL P---N- A----L L M A Q IN-- - AFI PGTI YAS-GGIQ AM
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

GA MT M D L DAV GA D MMRS RAY AL R S---N- A---- LG L Q I PN-- - FL GTR T V AA-GGNTA M
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GA F D L D V D G D MM S R Y ALLR PGAAN- G----LS EDL A I L T KD QV YL H RTR K L AL-GGTS GD
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GA F VK G IM L Y L R----- P----LS PCLSKAWHL ANN KPTV SNARS ES EN C LS--GQNVEY
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G S MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- V ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GA TFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRT N GP E----- A----I - - M-- A A
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GA F DEL D V D G D M LR ALLR---N- A----LS EKL M T T KD EV YLT HARS SFN GL-GGASIGD
G T M DEL DAV GA D MR RAYRALLR---N- NP----L LT M C PN-- - VLV RGTI AT-YGTDAVM
GA F DEL D V D G D M LR ALLR---N- A----LS EKL M T T KD EV YLT HARS SFN GL-GGASIGD
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GA F D L D V D G D MM S R Y ALLR PGAAN- A----LS EDL A I L T KD QV YL H RTR K L AL-GGTS GD
G F DEL D VKD G D I R Y ALLR---N- SA----LQ ELL I S KD QV Y LASARTI S Y GL-GGATIGD
GA F DEL D V G D MM R ALLR G E---N- T----LS ELL L R TAKD KV FL HGRTI SLK AQ-GGA IV
GA F D L D V D G D IMM R Y ALLR PGAAN- A----LS EDL A I L T KD QV Y HGRTR K L AL-GGTS GD
G F DEL D V D G D M LR Y ALLR---N- SA----LS EIL M L V KD QV YLT HART S N SL-GGASIGD
G S MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- V ---- - - --
G S MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- V ---- - - --

MTFSM DELVDAVKDL GA D IMMRSEHLRAYRALLRTV NVGP E-----DSA---- L - - A -- Q
G S MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- V ---- - - --
G T DEL D V G D M R L RT N---D- GA----L LDLM I L RP-- RP ALL HKRTR KLSQ R S-G LLETD

MTFSM DELVDAVKDL GA D IMMRSEH RAYRALLRTV NVGP E-----DSA---- L - - A I -- Q
AS MTFSMFDELVDA KDL GA DCIMMRSEHLRAYRALLRTV NVGPSE-----K ---- I - - --

MTFSM DELVDAVKDL GA D IMMRSEH RAYRALLRTV NVGP E-----DSA---- L - - A I -- T
MTFSM DELVDAVKDL GA D IMMRSEH RAYRALLRTV NVGP E-----DSA---- L - - A I -- Q

GA F D L D V D G D MM S R Y ALLR PGAAN- G----LS EDL A I L T KD QV YL H RTR K L AL-GGTS GD
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G F M DEL DAVK G D MM R LLR G E---N- GA----LS E L L AKD KV FL HGRTI SLKS GQ-GGA IV
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
G S T D L D VK G D M R AL R N---N- G ----L LDLM Q I L P-- RP ALL SKRSR KLS R AS-G LLETD
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --
GA F D L D VKD G D MM R ALLR--DN- N----LS DQL Q I Y KD QV YM PARTI SFY QL-GGATIND
GAS MTFSMFDELVDAVKDL GA DCIMMRSEHLRAYRALLRTV NVGPSE----- ---- - - --

MTFSM DELVDAVKDL GA D IMMRSEH RAYRALLRTV NVGP E-----DSA---- L - - A I -- T
GA F D L D V D G D MM S R Y ALLR PGAAN- G----LS EDL A I L T KD QV YL H RTR K L AL-GGTS GD
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G NDF D-----PVL-NGKS------SFD WKIYI -QPTHKIK-----------------DK K
G NDF D-----PVL-NGKS------SFD WKIYI -QPTHKIK-----------------DK K
G NDF D-----PVV-NGKS------SFD WKIYI -QPTHKIK-----------------DK K
G NDF D-----PVL-NGKS------SFD WKIYI -QPTHKIK-----------------DK K
G NDF D-----PVL-NGKS------SFD WKIYI -QPTHKIK-----------------DK K
G NDF D-----TVV-NGKS------SFD WKIYI -QPTHKIK-----------------DK K
G NDF D-----PVL-NGKS------SFD WKIYI -QPIHKI-------------------K K
G NDF D-----PVI-DGKS------SFD WKIYI -QPTHCI-------------------K K
G NDF D-----PVL-TGKS------SFD WKIYI -QPIHKI-------------------K K
G NDF D-----PVV-DGKA------SFD WKIYI -QPTHCI-------------------K K
G NDF D-----PVV-DGKS------SFD WKIYI -QPTHCI-------------------K K
G NDF D-----PVV-NGKS------SFD WKIYI -QPTHKI-------------------K K
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G NDF D-----PVV-NGKS------SFD WKIYI -QPTHKI-------------------K K
G NDF D-----PVI-DGKS------SFD WKIYI -QPTHCI-------------------K K
G ND-----PEV-NGHT------VFD WLIYI M-QPLNCN-------------------DSE

M L G P NDEE TFPGP-DGSSRMQQV KFD A VYI LNQIYACDGSKPDKLIPPEKALNLDGFDPS
ME L G P NDEE FTCP-DGTIKFEHV KFD A VYI LNQVYECGHNHVGAAISPENVLELNGMEPP
ME L G P NDEE FACP-DGTTKFEHV KFD A VYI LNQVYECGHNHVGAAISPENVLELNGMEPP
ME L G P NDEE FTSP-DGTAKFEQV KFD A VYI LNQIYECNDNNTGTPIPSEKISRLNDNEPP
M L G P NDTD IFPCP-RNENQVERV TVD A VYV LNQNLSGSPDNPAGESVHENPGELG--NSD
M L G P NDEE AFPSP-DGSSKMQQV KFD A VYI LNQIYACDGSKPGKLIPPPKALNLDGFDLP
M L G P NDTD IFPCP-RNENQAEQV TFD A VYV LNQNLGGSPDAPDGEPVPENPLAPD--SAG
M L G P NDTD IFPCP-RNENQMERV TFD A VYI LNQNFSGSPDNPSGELVHENPQILG--SPG
M L G P NDTD IFPCP-RNENQAEQV TFD A VYV LNQNLGGSPDAPDGEPVPENPLAPD--SAG
M L G P NDTD IFSCP-YNENQAEQV TFD A VYV LNQNLGRSPDTPDGESIVENPLAFG--SAG
M L G P NDTD IFPCP-RNENHTERV TVD A VYV LNQNLDGSPDAPDGEPVPENPLAPD--SAG
M G L G P NDTD IFPCP-RNENQ ERV TVD A VYV LNQNLSGSPDTPDGEPVPENPLASD--STG
ME L G P NDEE FTCP-DGTTKFEHV KFD A VYI LNQIFECSHNQVGAAIPPERVLALNGTEPP
M L G P NDTD IFSCP-YNENQAEQV TFD A VYV LNQNLGRSPDTPDGESIVENPLAFG--SAG

C NG P ND IVTETWTDPVKGRVSAP-IT F T WYI L DDQAG-----------------------
C NG P ND IVTETWTDPVKGRVSAP-IT F T WYI L DDQAG-----------------------

NG P ND IVKVARPDPIKGMVLEE-IAAF T WYI L DDQAS-----------------------
NG P ND IVKVARPDPIKGMVLEE-IAAF T WYI L DDQAS-----------------------
NG P ND IVKVPRTDPIKGIVLEE-IASF T WFI L DDQAN-----------------------

E NG P ND IVDA WTDPTKGTVRVPQI-AI T VYV M ATVEDPGP-----------------PAT
M F R NG P NDTE DW DPAQGRTVK LVPSI A ILI MVAT-DG----------------------S

G NDF D-----PVI-DGKS------SFD WKIYI -QPTHCI-------------------K K
E NG P ND IVPY WTDPIKGRLTVQVA-SI T IFI M AT-EDSDP-------------------E

M F G P NDV DTW DPIRGEITAG-ITSFK T WYI LLDDLPG-----------------------
G P NDVEFI-PLQ-DGPA--QKVMIYD C ILI A-QPEHVLGGNP------------------

E NG P ND I DVET WGDPLKGTMRAPQI-AI T VYI W AT------------------------ T
P ND-------------------NFEDW ICL --QQPTCSACGVD-----------------

NG P ND IVLDTWMDPVLGEVTAP-ITAF T WYI L DDEAG-----------------------
M NG P ND IV DTWSDPIHGQITAP-ITAF T WYI L DDQAG-----------------------

NG P ND IVPASWMDPVLGEVTAP-ITAF T WYI L DDQAG-----------------------
M F G P ND IV DTW DPIRGQVSAG-ITSFK T WYI L DDLPG-----------------------

NG P NDAPFRWYNPASRRMEDGSVDAF T WLA LCNAAGAP---------------------G
NG P NDVPFRWYNPAIGGMQEGSVDAL T WLA MLGS--------------------------
NG P NDVPFMLYDPASRRMEDDAVDAF T WLA LCNADGL-----------------------
NG P NDAPFRWYNPASRRMEDGSVDAF T WLA LCNAAGTP---------------------G
NG P NDVPFMLYNPASRRMEDDTVDAF T WLA LCNAAGI-----------------------
NG P NDFIEPWTWYHPDKRRMGPGSVDSF T WLV NKSGLD----------------------
GVP NVPWTWYDPFKG-WQQGKVTSFH WLV TKMNAGLLP----------------------

P L G P D PTIEMRIEDADGSTRVM V AWD I VLVD QV SDET-------------------SNNY
ME M NG P ND IVE WIDPLTGGKKRQW NAI A ILI M ET-DE----------------------G

C G P D PFEVMELPAPGGGTRMVKVP WD I WVID NV ANEQP------------------GGTS
M C NG P ND IV ETWTDPVQGRMSAP-IT F T WYI L DDQAG-----------------------

NG P NMPWQWYNPSLGRMEESLVTQF T WLI GCMAGEASPK--------------------P
M NG P ND IVE PFPDPISGGVKMVRVPAI T ILV L ET-TSP---------------------G

P L G P D PMKATTSEDVDGSRREI G AFD I VVVD LV NDEG-------------------SGSQ
GVP NVQWRWYCPATRMWHDDWISAFR WVI QEMNPGLLP----------------------

M C GVP D PYE MEIPVAGGGSRMIKVP WD WVID NV NDEQP------------------SGTN
NG P NDAAFKWYNPASRRMEDGSVDAF T WLA LCNADGT-----------------------
GVP NMPWRWYDPLRG-WQVGKVTTFH WLV TKMNAGLLA----------------------

L G P D PTVLMQVEDADGASRTVSA AFD I VVVD QV NNET-------------------SNSY
M LC GVP I D PY DWEVPRPGGGTRTVRT WE V VD SV NDEQP------------------GGTS

NG P NDFISPWTWYYPAKGSSGPGSVDSF T WLV NKDGHD----------------------
NG P NDVDFMWYDPVRRRMTPVKVTAF T WLV RMEGKTNPA--------------------A

M NG DF PVAVVVPDG-NGGLKTVT MHV WLVMWT V IEQFQ------------------GSTV
M NG DF PVSVAVPDG-NGGLKTIS MHV WLVSWT V IEQFQ------------------GSTV

E GVP NDAEI VPDPRTGTR-LARVPSIH WYI AMEVPPEGE---------------------
E GVP NDADI VPDPRTGTR-IARVPSIH WYI AMEVPPEGE---------------------
E GVP NDADI VPDPRTGTR-IARVPSIH WYI AMEVPPEGE---------------------

GVP NDVEIDAPDPLTGTK-KQWVPSIH WYI AMEVPPEGE---------------------
M ENF GRPMLCHNGVP I NDF PV I -------- I V L LNEVQ------------------GSSS

NG P NDVPYRWYNPTVGGMQEGSVDAF T WLA MLGS--------------------------
C NG P ND IVTETWTDPVKGRVSAP-IT F T WYI L DDQAG-----------------------

NG P NDVPWRWYCPATGRWKDGVVPSF T WVI EMNPGVQP----------------------
I ENF G G P I NDF PTV -------- -TVRAYD T V I L GDEVQ------------------GTEN

C NGVTETWTDPVKGRVSAP-IT F -------------------------------------
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C NGVTETWTDPVKGRVSAP-IT F -------------------------------------
MMENF GRPML HNGVP I NDF PV -------- T I V L SNEVQ------------------GSSS

IM ENF GR HNG P I NDF PI -------- AVPG I I V L IDEVQ------------------GTET
ENF GRPML HNG P N F PQQL -------- T I ILM E L KNEVQ------------------GASS

I NF G P GVP I NDFQIP -------- K VPAYD V I MTADEVQ------------------GSAN
I NF G P G P I NDFQIP -------- K VPAYD I V I LTADEVM------------------GSAN
I NF G P G P I NDFQIP -------- K VPAYD I V I LTADEVM------------------GSAN
IM NF G P GVP I NDFIP -------- K VPAYD V I LTADEVM------------------GSAN

G P NVETHWADPVKGVV-RGKVISMY T WYI AAMTTRPEGT---------------------
ME M NG P ND IVE WVDPLTGGKKRQW NAI A ILI M ET-DG----------------------S

I NF G P G P I NDFQIP -------- K VPAYD I V I LTADEVM------------------GSAN
M NF G C G P I NDF PM IK -------- QAVP YD K V I L ADEVQ------------------GTAD

NG P NDFVPWRWYDPARGRMVEGSVDAF T WLA VN-AGAD---------------------P
G P NVDAPWADPIRGVA-LGKVVSMY T WYI GAMNTRPEGT---------------------
G P NVETQWADPIRGVV-PGKVVSVY T WYI GAMTTRPEGT---------------------

IMMENF GRPML HNGVP NDF-------- T ILV LNVAQ-D------------------GEGK
I NF G P G P I NDFIQIA -------- K VPAYD I V I TADEVQ------------------GSAN
M NF GRPML HNGVP I N F PQ LD -------- T I M E S GTEDQ------------------GTAT

I F G G P I NDFIVKD -------- KALPAFD T I I MTADEVQ------------------GTNE
ENF G M H G P I NDFIPLQI -------- M- PA D I I I VK-AQ------------------GTTA

IM NF GRP G P I NDIP -------- IPAFD T V I YMNADETQ------------------GTAE
NF G H GVP I NDFIPLQLD -------- V-IPA D I I VK-AQ------------------GTNA

G P HNGVP I NDF PVVQGEY-------- - IPA I V L ADEVQ------------------GNSS
I C G P D IECVKEDPILGPVRVKQL- LY T WYIC L QARTVNS--------------------Q

N G H G P I NDFIPLQLD Y-------- Q-IPA D I I I VK-AQ------------------GTTA
M ENF GRPML HNGVP N F PQ V -------- T IVM E L ADEVM------------------GTNT

NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
NF GRP L HNG P I NQQGL D------- V T I I M EYLDGNENG------------------N---
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS

M F G HNG P NDF PV IKD -------- M-VMA T LLR L GNETL------------------GTGN
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
NF G H G P I N FIPLQID -------- LSVPA D I I I E GNVAQ------------------GSTA

M NF G PML HNGVP I ND IV LK -------- H T I V Y KVDE--------------------GDES
M ENF GRPML HNGVP N F PQ V -------- A IVM E L ADEVM------------------GTNT
M ENF GRPML HNGVP N F PQ V -------- T IVM E L ADEVM------------------GTNT
M NF G PML HNGVP I ND IV LK -------- H T I V Y KVDE--------------------GDES

I NF P L HNG P I NDF PQHP --------DV V A C I I M GDELM------------------GSNS
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS

ENF GRPML HNG P I N FQQL -------- T I I M E LAADEAQ------------------GTAT
NF GRPML HNG P I N IQQLS -------- T I I M EW AGDEVK------------------GTNQ
NF GRPML HNG P I N IQQLS -------- T I I M EW AGDEVK------------------GTNQ
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS

I F G P G P I ND IIVKD -------- K LPAFD T V I Y GADEVQ------------------GAST
I F G G P I ND IIVKD -------- KALPAFD T V I Y TADEVQ------------------GAST

NF G L HNG P NDVEIP -------- QAV A I ILR WLANDETM------------------GTNA
NF G L HNG P NDVEIP -------- QAV A I ILR WLANDETM------------------GTNA
NF G L HNG P NDVEIP -------- QAV A I ILR WLANDETM------------------GTNA
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS

M G GVP ND IPV EMPN-------- ARVIAYE IFR Y TNQTK------------------GGYA
NF G L HNG P NDVEIP -------- QAV A I ILR WLANDETM------------------GSNA
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS

MMENF GRPML HNG P I NDFIV -------- T T I V -AKT--------------------GDAG
G P I NDF PVTLPGT-------- ISVPAYRRT I I L GDELH------------------GTKS

ENF GRPML HNG P I N FQQL -------- T I V M E LAADEAQ------------------GSAN
IM NF G P G P I NDFIPLP -------- H VPAID M V I ANEVT------------------GSSS
M F G ML HNGVP I NDF PV LPQ -------- KV T I V L VTD--------------------GEGT

NF GRPMLCHNG P I ND ILILP -------- M I V Y -GTEAQ------------------GSAD
M ENF G P G P I NDF PT I -------- H VKAYD T V I L ANEVQ------------------GTAN
M F G ML HNGVP I NDF PV LPQ -------- KV T I V L VTD--------------------GEGT

IM NF G P G P I NDFIP -------- H VKAYD T V I LTANEVQ------------------GSAT
IM ENF G NG P I N IL -------- QSIPAY K V I NY TADETQ------------------GAGD

G P I NDF PVTLPGT-------- INVPAYRRT I I L GDEVH------------------AAGT
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G P I NDF PVTLPGT-------- INVPAYRRT I I L GDEVH------------------AAGT
IMMENF RPMLCHNGVPFI NDFIP--------S V K----------------------NEGD
IMMENF GRPMLCHNGVPFI NDFIP-------- V K----------------------NEGD
IMMENF GRPMLCHNGVPFI NDFIP-------- V K----------------------NEGD
IM ENF GRPMLCHNGVPFI NDFIP DI -------- V K----------------------ND N
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- V K----------------------ND N
IM NF G P G P I NDFIP -------- H VKAYD T V I LTADEVQ------------------GSAT
IMMENF GRPMLCHNGVPFI NDFIP-------- I K----------------------TEEN
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEYSEQ---------KTEGQE
IM ENF GRPMLCHNGVPFI NDFIP DI -------- V K----------------------ND N
IM ENF GRPMLCHNGVPFI NDFIP DI -------- V K----------------------ND N
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEGSEQ---------KTEGQE
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
M ENF GRPML HNGVP N F PQ V -------- T IVM E L ADEVM------------------GTNT
MM F GRPML HNGVP NDFIPV PA -------- T ILI LNETT------------------GTSN

IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEGSEQ---------KTEGQE
IM ENF GRPMLCHNGVPFI NDFIP DI -------- V K----------------------ND N
IMMENF GRPMLCHNGVPFI NDFIP D-------- V K----------------------ND S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V K----------------------ND N
IMMENF GRPMLCHNGVPFI NDFIP-------- V K----------------------NDGD
IMMENF GRPMLCHNGVPFI NDFIP D-------- V K----------------------ND S
IMME F GRPMLCHNGVPFI NDFIPD -------- V K----------------------NDGD
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V K----------------------ND S
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTGDSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP-------- V K----------------------NDGD
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V K----------------------ND S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S

F GR G P DFIV--NA -------- RIETYD I IAAD LNTETQ------------------GTSS
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKISEEPEK---------KTEGQE
M ENF G G P I NDFIM I -------- -MVPAID M V I RADEVQ------------------GTND

IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF RPMLCHNGVPFI NDFIP D--------D I ------------------------T A
I F G G P I NDFTIKD -------- -TVKAYD T V I LTDNEVQ------------------GTAN
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A

ENF GRPML HNG P I N PQQL -------- T I V M EWL ANETQ------------------GTSV
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
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IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEGSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GR MLCHNGVPFI NDFIP D-------- S V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
M F G PML H G P N FIPQ LPA -------- H V Q M ILM E MGE-D------------------G---

IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
M F G PML H G P N FIPQ LPA -------- H V Q M ILM E MGE-D------------------G---

IMMENF GRPMLCHNGVPFI NDFIP-------- I ------------------------TGA
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
I F G G P DF P--DQ -------- QRIVTYD I VLVD V DDETL------------------GSGT
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IM ENF GRPMLCHNG PFI NDFIPL -------- I I K----------------------TEEN
IMMENF GRPMLCHNGVPFI NDFIP D-------- I K----------------------NE N
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VS S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VS S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
M F G ML H G P N FIPQ LPA -------- HH V Q M ILM E MET-D------------------G---

IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I -----------------------VA S
IMMENF GRPMLCHNGVPFI NDF P D-------- I T ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
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IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS

IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VV S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IM ENF GRPMLCHNGVPFI NDFIP DI -------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VV S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------A A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------A A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VV S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I K----------------------NE N
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLC NGVPFI NDFIP D-------- Y V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------IA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I K----------------------SE N
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------A A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNG PFI NDFIP D-------- I V ------------------------T A
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
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IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------NE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S

NF GRPML HNG P I ND IQQLS -------- T I I M W AGDEVK------------------GTNS
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A

G P ND IPVITLPD-------- SQIPAYRNI IFR Y TDQTK------------------GATS
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I K----------------------SE N
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFI D-------- V S------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------A A
IMMENF GRPMLCHNGVPFI NDFIP-------- V L----------------------TTEK
IMMENF GRPMLCHNGVPFI NDFIP D-------- I -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------A A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IM ENF GRPMLCHNG PFI NDFIP DL -------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------GE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------A A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------A A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------A A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A

F G L G P DF PV--DQ -------- QRV FYD I VLVD V DNETL------------------GTGT
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T S
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G

G G P ND IPVFELPS-------- KNVPAYS I ILR W INQTK------------------GSGT
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------SE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------SE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHN VPFI NDFIP D-------- D V ------------------------T A
IM NF G HNGVP I NDF PIP -------- LALPA I I M TTENV------------------GGTA
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S

G GVP ND IPVVEMPN-------- TRIMAYE IFR Y VNQAK------------------GGQA
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IM ENF GRPMLCHNG PFI NDFIPI -------- I V KNGVTI-EGSEE---------KAEGTE

GR G P ND IPVYTMAS-------- QVPAYR I LFR W INQTQ------------------GSAT
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP-------- I K----------------------DTAN
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHN VPFI NDFIP D-------- D V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFI D-------- V S------------------------T A
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE S
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------SE G
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IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------SE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IM ENF GRPMLCHNG PFI NDFIPI -------- I V KNGVTI-EGSEE---------KAEGTE
IMMENF GRPMLCHNGVPFI NDFI D-------- V L------------------------T A
M NF G P C G P I NDFIPM VK -------- M IK YD T V I ADEKQ------------------GSAT

IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------SE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IM ENF GRPMLCHNG PFI NDFIPI -------- I V KNGVTI-EGSEE---------KAEGTE
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE D

G GVP NDVYQMPS-------- ETVIAYS IFR YLATNQVK------------------GSGS
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IM ENF GRPMLCHNGVPFI NDFIP DI -------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNG PFI NDFIP-------- I I K----------------------SEGG
IMMENF GRPMLCHNGVPFI NDFIP-------- I ------------------------NEG
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------SE G
M F G ML H G P N FIPQ LPA -------- HH V Q M ILM E MAD-D------------------G---

IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
F G L G P DF PV--DQ -------- QRV FYD I VLVD V DNETL------------------GTGT

IM ENF GRPML HNGVPFI NDFIPI -------- T V KTG--------------------EAKS
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A

G L GVP ND PTLTLPS-------- EET VYE IFR WV TNQTQ------------------GSST
G ML GVP ND IPVFTLPS-------- KE AYS IFR Y VNQTK------------------GTGS

IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S

F GR L G P DFIPV--DQ -------- RA FYD I ILVD DNETL------------------GTGT
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V ------------------------T A

F G G P DF PV--DQ -------- QRIVTYD I VLVD V EDETL------------------GTGN
F GR L G P I DFIPV--DA -------- RA FYD I I VD IDETL------------------GAGS

IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------SE G
GR G P ND IPVYTMAS-------- QVPAYR I LFR W INQTQ------------------GSAS

NF G P L HNG P NDVEIP -------- Q V A I ILR WLSNSETM------------------GSNS
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
I NF P L HNG P I NDF PQHK --------DN V A T I V L ATEAK------------------GTGT
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S

GR G P ND IPVYVMAS-------- SVPAYR I IFR W INQTQ------------------GTSA
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S

NG P NDMPWRWYCPAKRHWVDGKVPSF T WVI EMNPGVLP----------------------
IMMENF GRPMLCHNG PFI NDFIP-------- I V KNGVKVTEDSEQ---------KTEGQE
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
M ENF GRPML HNGVPFI NDFIPV V -------- T I VAD--------------------NGGT

IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
G GVP NDFIPVVTLPS-------- AEVPAYR IFR VNQTV------------------GTST

MMENF GRPML HNG P I N FQ -------- T I I M E LSGAEVK------------------GTSI
G GVP NDFIPVVTLPS-------- AEVPAYR IFR VNQTV------------------GTST

IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S

GR G P ND IPVYTMAS-------- TVPAYR I IFR W INQTQ------------------GTSA
GR GVP ND IVVTLPS-------- QVPAYR IFR Y ATNQTK------------------GTAT
G L GVP ND PTLELPS-------- EEV EYE VFR WM TNQTQ------------------GTST

I GR G P ND IPYTMPS-------- QVPAYR I IFR W INQTQ------------------GTSV
G GVP ND IPVVTLPS-------- AEVPAYR IFR Y TNQTK------------------GTGT

IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
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IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S
IM ENF GRPML HNG PF NDFIPI -------- T I LV VAG--------------------DGNA
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S

F GR L G P I DFIPV--DA -------- RA FYD I I VD IDETL------------------GAGS
IM ENF GRPML HNGVPFI NDFIPI -------- T V VVG--------------------DAKA
IMMENF GRPMLCHNG PFI NDFIP D-------- I I K----------------------TE G
IM ENF GRPML HNGVPF NDFIPI -------- T LV KTG--------------------DTKA
IM ENF GRPML HNGVPFI NDFIPI -------- T V VVG--------------------DTKA

GR G P ND IPVYTMAS-------- TVPAYR I IFR W ITQTQ------------------GTAT
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T S

G L GVP ND PTLKLPS-------- EEV EYE VFR WM TNQTQ------------------GSST
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VV S

F GR L G P DFIV--DA -------- RA FYD I ILVD SDSETL------------------GSGT
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S
IMMENF GRPMLCHNGVPFI NDFIP D-------- V -----------------------VA S

GR P NDFIPVLELPS-------- RVPVYRDI IFR TDQTV------------------GTSD
IMMENF GRPMLCHNGVPFI NDFIP D-------- I ------------------------T A
IM ENF GRPML HNGVPF NDFIPI -------- T LV KTG--------------------DTKA

GR G P ND IPVYTMAS-------- TVPAYR I IFR W ITQTQ------------------GTAT
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I L G VL-TT----N WFAS G--------MDALH IIPEN--VGDNMF TRNT------------
I L G VL-TT----N WFAS G--------MDALH IIPEN--VGDNMF TRNT------------
I L G VP-TT----N WFAS G--------MDALH IIPEN--VGDNMF TRKT------------
I L G VP-TT----N WFAS G--------MDALH IIPEN--VGDNMF TRKT------------
I L G VP-TT----N WFAS G--------MDALH IIPEN--VGDNMF TRKT------------
I L G VP-TT----N WFAS G--------MDALH IIPEN--VGDNMF TRKT------------
I L G VP-TT----N WFAS G--------MDALH IIPEN--VGDNMF TRKT------------
I L G VS-TT----N WFAS G--------TDALH IIPEN--VGDNMF TRKT------------
I L G VP-TT----N WFAS G--------IDALH IIPEN--VGDNMF TRKT------------
I L G VS-TT----N WLAS G--------TDALH IIPEN--VGDNMF TRKT------------
I L G VL-TT----N WFAS G--------MDALH IIPEN--VGNNMF TRKT------------
I L G VP-AT----N WFAS G--------MDALH IIPEN--VGDNMF TRKT------------
I L G VS-TT----N WFAS G--------TDALH IIPEN--VGDNMF TRKT------------
I L G G VP-TT----N WFVT G--------PG MH IIPES--VGGNMF TRQT------------
I L GV-AT----N WFFV G--------QGNLH IMPEK--ARS--IITRST------------
I L L GL-AT----N WF S G--------PGNLH IKPEK--AQN--IITRST------------
I L L GL-AT----N WF S G--------PGNLH IKPEK--AQN--IITRST------------
I L GL-AT----N WFFS G--------PGSLH IKPEK--AQN--IITRST------------
I L G VV-GT----N WFFT G--------ENNLH MTPAA--LDRDLF TRST------------
I L GV-AT----N WFFV G--------QGNLH IMPEK--AQS--IITRST------------
I G G VT-GT----N WFFSMG--------ENNLH MTPAA--LDT LF TRST------------
I L G G VV-GV----N WFFS G--------ENNLH MTPAA--LDT LF TRST------------
I G G VT-GT----N WFFSMG--------ENNLH MTPAA--LDT LF TRST------------
I G G VI-GT----N WFFSMG--------ENNLH MTPAA--LDT LF TRST------------
I G G VI-GT----N WFFSMG--------ENNLH MTPAA--LDT LF TRST------------
I G G VI-GT----N WFFSMG--------ENNLH MTPAA--LDT LF TRST------------
I L GL-AT----N WFFS G--------PGSLH IKPEK--AQS--IITRST------------
I G G VI-GT----N WFFSMG--------ENNLH MTPAA--LDT LF TRST------------

L G GA-RG----IVFFMV G-DDRGPGHFR IS IVPRG--RERNMFIKRQVDGVVGD--IVVP
L G GA-RG----IVFFMV G-DDRGPGHFR IS IVPKG--RERNMFIKRQVDGVVGD--IVVP
L G TGS-TG----IVFFMV G-DDKGPGHFR I IVPKG--RERNMFIKRQTDGHTD-------
L G TGS-RG----IVFFMV G-DDKGPGHFR I IVPKG--RERDMFIKRQTAGHTD-------
L G TGS-TG----IVFFMV G-DDKGPGHFR I IVPKG--RERDMFIKRQTDGVVSM--TLDP

IY L G TG GS-LT----K FMV G-DSGEAGPTR I IVP P--LKDTMFIRRESSEPV--------
IY E GVTG VN-LT----R FMVVG- NCDRG-IH IVPLD--LKDKLF RREAAEP---------
I L G VS-TT----N WFAS G--------TDALH IIPEN--VGDNMF TRKT------------
IY L G TG GF-YT----R FMV G-DACESGPVR I IVP P--LKDTLFIRRESTEPA--------
IY L G GLN-QG----I FMV G-DDEGPGHER IV VPRD--LADTWFIKREANGVVGT--QVIT
I G G--VT----N WFTYTG--------PN LF IVPHL--KDGSLFRKRQV------------
IY L G TG G VN-LT----K FMV G-DACEAGPVR I IVP P--IKPTMF RHETAEP---------

L G G N--TT----NMWFVS G--------LN LC IIPPK--E GSMFRIRQV------------
IY L G TGL VE-TG----I FMV G-DDGGPGHSR I VPQG--MRDRWF RRDANGLVGTGEATVG
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IY L G TGL VE-TG----I FMV G-DDGGPGHSR I VPQG--MRDRWF RRDANGLVGTGEATVG
IY L G TGL G VE-TG----I FMV G-DDGGPGHYR I VPKK--LEH WF KRESNGVSGTGEALVT
IY L G TGL VE-TG----I FMV G-DDGGPGHYR I VPQG--FENRWF RRDANGLVGTGEATVG
IY L G GLD-QG----I FMV G-DDEGPGHER IV VPHD--LSDTWFIKREANGVIGT--QTIT
Y GVTGG-VE----RT FMVVG-DDGKSGPTR IVPAH--LGSEMFIKRTVPALV--------
Y GVTGT-PE----RT FMVVG-DDGNAGPTR IVPAH--LGRNMFIKRTVPAIISVE-----
Y GVTGG-TE----RT FMVVG-DDGKAGPTR IVPAN--LGREMFIKRTVPALV--------
Y GVTGG-VE----RT FMVVG-DDGKAGPTR IVPAH--LGREMFIKRTVPALV--------
Y GVTGG-TE----RT FMVVG-DDGKAGPTR IVPAH--MGREMFIKRTVPALL--------

IY GVTG--GE----Y FMVTG-DDGGKGPTR ILPRQ--QMSNPFNKRVVQGIYNPD-----
IY G TV-DR----R FMVMG-DDGGPGHTR I CIRPAD--LMNRRYIKRAVNGVPDF------

SIY L L E G G NT------- A V G-R ------- IY VIPEG--FQGRMIRA RA------------
IY E GVTGN-LT----R MMVVG- VCDRQ-IH IVPKD--LENKLFIRREAAEP---------

S Y L L E G GT------- V A V G-Q ------- LH IVPAG--TKNSMFRVARS------------
L GT-RG----IVFFMV G-DDKGPGHFR ---------------------------------

IY L GVTG VS-NQ----R FMV G-DDGGEGTTR IVPQH--LISWPF KRVTNGTHTFD-----
IY E GVTGN-LT----R MMVMG- DCERQ-IY IIPKD--LEGKLFIRRESAEP---------

SIY L E G G GT------- A VVG-R ------- LY VIPRG--FGGRMFRIQA ------------
IY L G TA-DR----R FMV G-DDDGKGPTR L RMVPAG--MEYNPFILRMTNGVPDF------

S Y L L G GT------- V A V G-QD------- LH IVPQG--TKDSMFRVART------------
Y GVTGG-TE----RT FMVVG-DDGKASPTR IVPAH--LGSEMFIKRTVPALLPGP-----

IY G TG VP-DR----R FIVMG-DDGGKGPTR L IRPAD--MMNRPY KRAVNGVPDF------
SIY L L E G GT------- A V G-R ------- IY VIPRG--SEGRMIQAARV------------
S Y L L E G GT------- V A A G-R ------- LH IVPRG--TRESMFRVSKS------------
I GVTG--GE----Y FFMVTG-DDGGQGPTR ITPRQ--QVGRMFNKRTVQGIFAPD-----
IY L GVTG VG-AQ----R FMV G-DDGSSGPTR IVPQE--LLHSMF KRVVPAAYNIE-----
I GT-------K WFFKFG--------RRHIH IVPASG-GRRSMFKIRS-------------
I L GT-------K WFVK G--------RRHIH IVPASS-GTRSMFKVRS-------------
Y G V--------NV FMVMG-DNGHHTPGH LQLIMPQV--RRGDMF KRHIPITPSND-----
Y G V--------NV FMVMG-DNGHHTPGH LQLILPQV--RRGDMF KRHIPITPSND-----
Y G V--------NV FMVMG-DNGHHTPGH LQLILPQV--RRGDMF KRHIPITPSND-----
Y L G V--------NV FMV G-DNGHHTPGH LQLIMPAA--RRGDMF KRHIPITPTAD-----

SIY E G G YGG AGI E IGT-TC---- AARFN- AD------ LH I S---S RI D ------------
Y GVT-PE----RT FMVVG-DDGGAGPTR SS--PRH-------------------------

L G GA-RG----IVFFMV G-DDRGPGHFR IS IVPRG--RERNMFIKRQVDGVVGD--IVVP
I L G TA-DR----R WFMV G-DDGGKGHTR L RIVPAG--MERSPFILRMTNGVPDF------

SIY L G G YGG AG V E GN-SC---- AMR N-TAD------ FH I D---S L F DL ------------
------------------------------------------------------------

A SIY L E G G GG NAG VVE IGA-T ---- AMR N- VD------ LH IF G--- F D ------------
SIY L E G YGG AGIVVE IGA-AT---- AMR N- VD------ LHAI S---S D ------------
SIY L E G G YGG NAG VE IGA-TG---- AVR N- VD------ LH I S--- FS D ------------
SIY L L E G G GG AGI E IGA-TC---- A R N- AD------ FH IF S---S QF E ------------
SIY L L E G G YGG AGI E IGE-TC---- A R N- AD------ FH I S---S QF E ------------
SIY L L E G G YGG AGI E IGA-TC---- A R N- AD------ FH I A---S QF E ------------
SIY L L E G G YGG AGI E IGA-TC---- A R N- AD------ FH I S---S QF E ------------
IY L G T VE--------N FMV G-DNGEARPGH L MIMPAE--RMGNPY REWPMLKTDG-----
IY E GVTGN-LT----R MMVVG- VCDRQ-IH IVPKD--LENKYFIRREAHEP---------

S Y L L E G G YGG AGI E IGA-TC---- V A R N- AD------ FH I P---S QF E ------------
SIY L L E G G YGG NAGI VE IGA-TC---- A R N- TD------ FH I P--- Q S ------------

GVTGT-EE----RTFFMVMG-DDGGQGPTR IVPAA--QGRNLFNRRRIEGVFAAD-----
IY L G T VE--------N FMV G-DNGEARPGH L MIMPAE--RRGNPY REWPMLKTDG-----
IY L G T E--------N FMV G-DNGEARPGH L MIMPAE--RRGNPYI REWPMLKTDG-----

A I L E G G GG AG E IGR-T ----P FAAR N- TD------ LH IF A---S VRM E ------------
SIY L L E G G GG AGI E IGE-TT---- A R N- AD------ FH IF P---S QF D ------------
S Y L L E G G YGG NAGIVVEN GD-TC---- V A R N- LD------ LH I G--- L ------------
SIY L L E G GLYGG AG VE IGT-TC---- A R N- VD------ IH A---S LR E ------------
S Y L L E G GLYGG AGI VE IGN-TC---- V A R N- VD------ LH A---S R D ------------
SIY L L E G G YGG AG VE IGN-TC---- A R N- AD------ FH I A---S LR E ------------
SIY L E G GLYGG AG VE IGN-TT---- AVR N- VD------ LH A---S VR D ------------
SIY L G GLYGG GI E GA-CC---- AMR N-VAD------ LH P---EL RI DV ------------
IY L GVTGT-VS----N MMV GANNKDPQGPF IIPKQNVQPDTMFMRRESNIVY--------

S Y L L E G GLYGG AGI VE IGN-TC---- V A R N- VD------ LH A---S R D ------------
SIY E G G YGG AGIVVENIGK-TC---- AIRAN- VD------ LH I G---P ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
S Y E G G YGG NAGIVVENIG--TC---- V AVRMN- LD------ LH I D--- ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
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SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
S Y E G YGG NAGIVVE IGN-LC---- V AARFN- SD------ LHAI D--- D ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
S Y L L E GV GL GG AGI E IGN-TC---- V A R N- VD------ H F E---S RI D ------------
IY E GV GL GG NAG VVE IGSKSC----Y AARFN- VD------ H F P--- M D ------------

SIY E G G YGG AGIVVENIGK-TC---- AIRAN- VD------ LH I G---P ------------
SIY E G G YGG AGIVVENIGK-TC---- AIRAN- VD------ LH I G---P ------------
IY E GV GL GG NAG VVE IGSKSC----Y AARFN- VD------ H F P--- M D ------------

S Y E G GLYGG AGI VE IGS-TC---- V AVRAN- LD------ LH A---S R T ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AGR N- VD------ LH G--- D ------------
S Y L L E G GLYGG AGIVVEN GA-TC---- V A R N- AD------ LH E---S L ------------
SIY L E G GLYGG NAGIVVE IGN-TT---- AVR N- VD------ LH G--- D ------------
SIY L E G GLYGG NAGIVVE IGN-TT---- AVR N- VD------ LH G--- D ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
SIY L L E GV GLYGG AG VE IGA-ST---- A R N- VD------ H A---T LR E ------------
SIY L L E G GLYGG AG VE IGA-ST---- A R N- VD------ IH A---T LR E ------------
SIY L E G GL GG AGI VE GK-TC---- AVR N- LD------ MH W K---D R DV ------------
SIY L E G GL GG AGI VE GK-TC---- AVR N- LD------ MH W K---D R DV ------------
SIY L E G GL GG AGI VE GK-TC---- AVR N- LD------ MH W K---D R DV ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
I G TGL G VE GN-CT----T FAGCID-DGSR---KV L TARN---AY LE QV ------------

S Y L E G GL GG AGI VE GK-TC---- V AIR N- LD------ MH W K---D R DV ------------
SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
IY L E G GLYGG NAGIVVENIGSEVC----P AMR N- VD------ LH N--- ------------

SIY E G G GG AG V IGK-SC---- AVRFN- AD------ MH IF P---T FR QS ------------
S Y L L E G G YGG AGIVVENIGA-TT---- V A R N- LD------ LH I S---D ------------
SIY L L E G G GG AG VE IGV-TT---- A R N- VD------ FH IV E---A LK E ------------

A IY LHLS EEN GVTGLYGG NAGIVVE IGK-K ----P A - ------ D--- S ------------
S Y L L E G GL GG AGI E GA-TT---- V A R N- DD------ LH H E---A RL AL ------------
SIY L L E G G YGG AG E IGE-TC---- A R N- AD------ LH I H---S VRM E ------------

A IY LHLS EEN GVTGLYGG NAGIVVE IGK-K ----P A - ------ D--- S ------------
SIY L L E G G YGG NAG E IGA-TC---- A R N- AD------ FH I A--- VQL D ------------
SIY L L E G LYGG AGIVVEN GD-LT---- A R N- TD------ FHM E---S V ------------

A SIY E G G GG AG V GK-T ---- AVRFN- AD------ MH IF P---Q LR SHV ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-S ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-S ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-S ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-T ----N - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-T ----N - ------ E--- ------------

SIY L L E G G YGG NAG E IGA-TC---- A R N- AD------ FH I A--- VQL D ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-A ----N - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN GVTGLYGG N GIVVENIGT-T ----N - ------ E--- V ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-S ----N - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------

SIY E G G YGG AGIVVENIGK-TC---- AIRAN- VD------ LH I G---P ------------
S Y L L E G GLYGG AG VVE IGV-TT---- V A R N- YD------ LH G---T V D ------------

A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-A ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-G ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-A ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-S ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-G ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-S ----N - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-G ----N - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGS-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-S ----N - ------ E--- ------------
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A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-S ----N - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-G ----N - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVE IGG-K ---- - ------ D--- S ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SI GV GL N GIV E GD-CT---- WFIQFG-MMR------ I E------ G H DV ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------

SIY L L E G GL G AGI E GK-TT---- A R N- AD------ FH WA A---Q RY HL ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLH S EEN GVTGLYGG NAGIVVENIGG-K ---- M - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SIY L L E G G YGG AG E IGE-TC---- A R N- TD------ FH I P---T VQF D ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

S Y L E G GLYGG NAG VVENIGGNTC---- V AAR N- VD------ LH D--- L ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EE GVTGLYGG NAGIVVENIGG-K ---- - S------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

IY E G GL GG NAGIVVEN G--TC----P AIRAN- LD------ LH F D--- L ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

IY E G GL GG NAGIVVEN G--TC----Q AIRAN- LD------ LH F D--- L ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLH S EEN GVTGLYGG NAGIVVENIGG-K ---- M - ------ D--- ------------

SIY G GL N GI VE GN-LS---- AVKFG--PS------ LM E------ G T EV ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
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A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-I ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-A ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-A ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ K--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------

IY L E G GLYGG NAGIVVENIG--TC----Q A RAN- LD------ LH E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-N ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-N ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ----N - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLH S EEN GVTGLYGG NAGIVVENIGG-K ---- M - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTG YGG NAGIVVENIGG-K ---- - ------ M E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
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A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-A ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-A ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLH S EEN GVTGLYGG NAGIVVENIGG-K ---- M - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGS-A ----D G - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------

SIY L E G GLYGG NAGIVVE IGK-TT---- AVR N- VD------ LH G--- D ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------

S L G GL GI VE GT-CT---- VVAGT D-DGSM---QS IA TAMD---AS Q EV ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-A ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGD-A ----D - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SIY G GL N GIVVE GG-LS---- AVKWG--PS------ LM E------ G EV ------------
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SIY G GL N GIVVE GG-LS---- AVKWG--PS------ LM E------ G EV ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGS-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGS-A ----D G - ------ E--- ------------

I G GL G V GA-CT----T FAGVFD-DGDM---KT LL TAAN---AY MH VDV ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

S Y L E G G YGG AG VE IGL-TGGSFR V AMR N- AD------ LF V S--EA FT D ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGS-A ----D G - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------

I L GVTGL G VE GN-CT----T LAGV D-DGSR---KV TAKN---AY LA PV ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L E--- ------------

S G GL AG GN-AT---- VFAGTFD-DGSR---TH IA TAER---Q MHIKYV ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A I CLHLS EEN GVTGLYGG NAGIVVENIGS-T ----D F - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGT-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGS-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGS-A ----D G - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------

S Y L L E G GLYGG AGI GA-TT---- V A R N- ID------ FH N---A RIDDL ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGS-A ----D G - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------

I L G GL AGIV E GA-QT----T FAGT D-DGSR---TH IA TAAN---D I DV ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A SIY LH S EEN G TGLYGG NAGIVVENIGG-K ---- G M - ------ L D--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------

I L E G GLYGG NAGIVVENIG--TC----Q FA RAN- LD------ LH E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SIY G GL N GIVVE GG-LS---- AVKWG--PS------ LM E------ G EV ------------
A IYCLH S EEN G TGLYGG AGIVVE IGQ-K ----D M - ------ L D---T D ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ E--- ------------

SI L G GL GI V GT-CT---- IAGC D-DGSR---KV IA HAKK---AM Q KAL ------------
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SI L G GL GI V GT-CT---- IAGC D-DGSR---KV IA HAKK---AM Q KAL ------------
G GL G VE GA-QT----TVFAGVFD-DGDR---KT LA TATN---AF LH RV ------------

A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SIY GV GL N GI V GN-LS---- AVKFG--SA------ M E------ G Q VRV ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SIY G GL N GI VE GN-LS---- AVKFG--PS------ LM E------ G T EV ------------
SIY GV G N GI E IGN-LS---- AVKFG--PS------ M IE------ G QI A ------------

A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
S G GL AG GN-AT---- VFAGTFD-DGSR---TH IA TAER---Q MHIKYV ------------
SIY L E G GL GG AGI VE GS-TC---- AVR N- LD------ FH W K---D R DV ------------

A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A S Y E G GLYGG AG VE IGN-L ---- V AVRAN- LD------ FH D---A VR A ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

S G GL AG V GN-AT---- VFAGTFD-DGSR---TH IA TAER---Q MH KYV ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

I L G VA-NR----R WFMV G-DDGGKGPTR LSRIVPAG--MERRPF VRMTNGVPDF------
A IYCLHLS EEN G TGLYGG NAGIVVENIGG-T ----N - ------ L D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLH S EEN G TGLYGG NAGIVVE IGK-S ---- M - ------ L D--- D ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

G GL AGI E GN-CT----TVFAGTFD-DGSR---TH IA TAEE---A QI DV ------------
A S Y L L E G GLYGG NAGIVVENIGA-T ---- V A R N- QD------ LH D--- ------------

G GL AGI E GN-CT----TVFAGTFD-DGSR---TH IA TAEE---A QI DV ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

S G GL AG V GN-AT---- VFAGTFD-DGSR---TH IA TAER---Q MH KYV ------------
L G GL AGI V IGN-TT----TLFAGT D-DGSG---KH IA TAAG---E R TE ------------

SI L G GL GI V IGN-CT---- IAGC D-DGSQ---RV IA HAKK---AM Q KD ------------
S G GL AG GN-AT---- VFAGTFD-DGSR---TH IA TAAT---E VKIKYV ------------
SI L G GL AGI VE GN-TT---- FAGT D-DGSR---TH LA TAEE---A R DV ------------

A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

I CLH S EEN G TGLYGG NAGIVVE IGK-KS----D F M - ------ L E--- D ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SIY GV G N GI E IGN-LS---- AVKFG--PS------ M IE------ G QI A ------------
IYCLH S EEN G TGLYGG AGIVVE IGK-KS----D M - ------ L D---T D ------------

A IY LHLS EEN GVTGLYGG NAGIVVENIGA-A ----D G - ------ E--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVE IGQ-K ----D - ------ L D--- D ------------
A IYCLHLS EEN G TGLYGG NAGIVVE IGK-K ----D - ------ L D--- S ------------

S G GL AG V GN-AT---- VFAGTFD-DGSR---TH IA TAEK---Q MH KYV ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------

SI L G GL GI V NIGT-ST---- VAGC D-DGSQ---RV IA HAKK---AM Q K ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ D--- ------------

SIY G GL GI VE GG-LS---- AVKFG--PA------ LM E------HG Q RV ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------
A IYCLHLS EEN GVTGLYGG NAGIVVENIGT-K ----D - ------ E--- ------------

GV G NAG V IGN-CT----TVFAGTFD-DGSG---MH S ITPTM--- MS TE ------------
A SIYCLHLS EEN GVTGLYGG NAGIVVENIGG-K ---- - ------ D--- ------------
A IYCLHLS EEN G TGLYGG NAGIVVE IGQ-K ----D - ------ L D--- D ------------

S G GL AG V GN-AT---- VFAGTFD-DGSR---TH IA TAEK---Q MH KYV ------------
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W LA A L NV I--------------------IRTEGSEIVV----HKT PVG LGSQA LSS K A --
W LA A L NV I--------------------IRTEGSEIVV----HKT PVG LGSQA LSS K A --
W LA A A NV I--------------------LRTEGSEIVV----HKT PVG LGSQA L SVK A --
W LA A A NV I--------------------IRTEGSEIVV----HKT PVG LGSQA L SVK A --
W LA A A NV I--------------------VRTEGSEIVV----HKT PVG LGSQA L SVK A --
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W LA A A NV I--------------------VRTEGSEIVV----HKT PVG LGSQA L SVK A --
W LA A A NV I--------------------IRTEGSEIVV----HKT PVG LGSQA L SVK A --
W LA A A L NV I--------------------IRTEGSEIVV----HKT PVG LGSQA L S K A --
W LA A A NV I--------------------VRTEGSEIVV----HKT PVG LGSQA L SVK A --
W LA A A L NV I--------------------IRTEGSEIVV----HKT PVG LGSQA L S K A --
W LA A A NV I--------------------VRTEGSEIVV----HKT PVG LGSQA L SVK A --
W LA A A NV I--------------------IRTEGSEIIL----HKT PVG LGSQA L SVN A --
W LA A A NV I--------------------LRTEGSEIVV----HKT PVG LGSQA L SVK A --
W LA A A NV I--------------------VRTEGSEIVV----HKT PVG LGSQA L SVK A Q-

V W LA A NV I--------------------SQADQSQTVV----S T PVG LGSQG LSGIL G N-
A A A N I--------------------IQADASTLVY----HLTMPVGI LGSAC L VIK AT PK
A A N I--------------------ILADASTLVY----HLSMPAGI LGSSA LSVIR AT PV
A A N I--------------------ILADASTLVY----HLSMPAGI LGSSA LSVIR AT PV
A A NV I--------------------ILADASTLVY----HLAMPVGI LGSAA LSVIK T PK

V S A A NV I--------------------MLPDGSTLVY----H TMPV I LGSASSL VIK A PS
A A N I--------------------ILADASTLVY----HMMMPVGI LGSAC LSVIK AT PR

V S A A N I--------------------MLPDGSTLVY----H TMPA I LGSASSL VIK AV PA
V S A A N I--------------------MLPDGSTLVY----H TMPA I LGSASSL VIK AV PA
V S A A N I--------------------MLPDGSTLVY----H TMPA I LGSASSL VIK AV PA
V S A A N I--------------------MLPDGSTLVY----H TMPA I LGSVSSL VIK AV PA
V S A A N I--------------------MLPDGSTLVY----H TMPA I LGSASSL VIK AL PA
V S A A N I--------------------MLPDGSTLVY----H TMPA I LGSASSL VIK AV PA

A A I--------------------ILADASTLVY----HLAMPVGI LGSSA LSVIRHAT PG
V S A A N I--------------------MLPDGSTLVY----H TMPA I LGSVSSL VIK AV PA

T V W C A LSQQVLVPDVPTTITVNGATI PSLNAVTTN----W S P GM MGAQGSLSI KGFGL-V
T V W C A LSQQVLVPDVPTTITVNGATI PSLNAVTTN----W S P GM MGAQGSLSI KGFGL-V

K T V W C A L----EVPEAP------------YL AITN ----W S P GM MGAQGSLSI KGFNL-V
K T V W C A L----EVPEAP------------YL AITN ----W S P GM MGAQGSLSI KGFNL-V

V T V C LA L---VTVPEVPTTIQPTG---S TVNAITD ----W SMP G VGAQGSLSI KGFNL-V
A A A L V--------------------AASSTSQINV----DYTFPVAT MGSSG L I EG D--V
A A A L NV--------------------SAATTSRINV----TYTFPVAT MGTQG L I E L--V

W LA A A NV I--------------------VRTEGSEIVV----HKT PVG LGSQA L SVK A --
A A L V--------------------SAHSTSLINV----DYTFPVAI MGSSG LSI DQ D--V

T V W A L---APDPGKPF------TVQLPTLPTL-D ----W S PTGV MGSQGSLSI SGFAL-V
T LA A A TN-------------------- MPDGSETVG----QIFLPIG LATES L GI IA---

K A A L V--------------------STST SRICV----TYTFPVAT VGSSG LSV EG D--V
V W S A A N I--------------------YDPDNGTIIV----F T PV ISLATKA LS VV IA TP

T V W A L---LDIPSVPFIGSVLAPVTIPTLPTV-D ----W S PTGV MGSQGSLSI RGFPL-V
T W A L---LDIPSVPFIGTAEGAVTVPTLPTV-D ----WAS PTGI MGSQGSLSI KGFNL-V
T V W A L---LDIASVPFIGSVQAPVTIPTLPTV-D ----W S PTGV MGSQGSLSI KGFNL-V
T V W A A KI---VPDPGNPI------TVQLPTLPTL-D ----W S PTGI MGSQGSLR YP-- -P
T V A A N---------------------TIDGPGED ----F TMPAGI VGSQG LSIIQ YTT-V
T V LA A N I---------------A-----AESQPGEE ----W TMPAG LGSQG LSIIE YT -I
T V A A N---------------------TIDGPGED ----F TMPAGI VGSQG LSIIQ YTT-A
T V A A N---------------------TIDGPGED ----F TMPAGI VGSQG LSIIQ YTT-V
T V A A N---------------------PNDGPGED ----F TMPAGI VGSQG LSIIQ YTT-A

V A A N---------------AGGPGSPGMQPGIDV----W SMPAGV VGSQG LSIIR FTT-V
A LA LTN-------------------ANGEVNM RNV----WLTMPAG MGSQGSLSI FEN-V

V K W A A L V--------------------L DG GQDCW----VAY PVGV LESQGGV R QQ G---
R A A A L NV--------------------SGATSSQM V----TYTFPVAT MGTGS L V K V--V

V K V W LA D AIA L V--------------------L DG AQDNL----T H AVG LAS Q R KQ AK-A
------------------------------------------------------------

V LA AI N---------------VGQ-----TLPVRDM----W SFPSG IGSQG SMIQ FEPLV
A A A L NV--------------------SAATTSRMNV----TYTYPTAT MGCAS L I E L--V

V K V W S A A L V--------------------D DG GQRSW----V S PV V LESQSGV R QK G---
LA A LTN-------------------ANQTVNMTKDI----WLTMPAG LGSQG LSM FEH-V

K W LA A A L V--------------------LIDG AQDTN----TLY AVG LAAEQ V R QK S---
T V A A N---------------I----QPDAGPGED ----F TMPAGI VGSQG LSIIQ YTT-V

A LA LTN-------------------ANAEVNM RNI----WLTMPAG LGSQGCLSI FAN-V
K W A A L V--------------------LIDG GQDGW----IAY PVGV LESQAGV R QQ G---

V K V W LA AIA L V--------------------L DG AQDQQ----I S AVG LASEQ R EK AS-S
V A A N---------------GGG-GQPAMLPGVDV----W STPAGY VGSQG LSIIR FTP-V

A W A AI L N I---------------AGI---GDPIA DDV----FLG PVGT VGSPA SL Q FS -A
T R V IA NV-------------------- LSQGSGI Y----D VFPVAISVPAVSD VIS LV--
T R V IA NV-------------------- LSQGSGT Y----D VFPVAISVPAVTD VIS LV--

V W A A L N--------------------PSADAGTLSSRNAVS I PMGI YGSAG VSR A ITP-L
V W A A L N--------------------RGADTGTLASRHAVS I PMGI YGSAG VSR A ITP-L
V W A A L N--------------------RGADTGTLASRHAVS I PMGI YGSAG VSR A ITP-L
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V W A A L N--------------------RGADTGTLASRHAVS I PMGI YGSAG VSR A ITP-L
W A A L N--------------------RLADAGTLSSRQAISCI PMGI YGSAG VSR A ITP-L

TVQ KDA RT R KWY LA K K A V-------------------- T S ---- L AA L ST SL RIKG TN-S
H--------------------------------------------- QGSG----------

T V W C A LSQQVLVPDVPTTITVNGATI PSLNAVTTN----W S P GM MGAQGSLSI KGFGL-V
-------------------ANQTVNMT---------------------------------

T KDA R KWY A K A A L-------------------- HAT MSF---- M VGT L ATH V R KGITN-I
------------------------------------------------------------

TVQNKDA RT RVKWYC LA K A V-------------------- T ---- G L STRSL RVRG TN-V
TVQNKDA RT R KWYC A K K A-------------------- T ---- L GT L ST SL RIQGIQN-I
TVQNKDA R R KWY A K K A L V-------------------- Q F---- M VGT L ST SL R KG TT-V
TVQNKDA R RVKWY A K A L-------------------- S Y---- AGT L ATHSV R KGILN-I
T QNKDA R RVKWY A K A L-------------------- I S Y---- AGT L ATHSV R KGILN-I
T QNKDA R RVKWY A K A L-------------------- I S Y---- AGT L ATHSV R KGILN-I
T QNKDA R RVKWY A K A L-------------------- I S Y---- AGT L ATHSV R KGILN-I

W A A L N--------------------SLTPTSTITR----ALH PVGY LGSMG VSM E ITP-L
R A A A L NV--------------------SGATTSQT V----TYTFPVAT MGTGS L I K V--V

T QNKDA R RVKWY A K A L-------------------- I S Y---- AGT L ATHSV R KGILN-I
T QNKDA R RVKWY A K A L V-------------------- I V Y---- VGT L ATHSV R QG TN-V

T V LA A N---------------AGA-GAPDMLPGVD ----W SMPAG LGSQG LSIIE YTT-V
W A A L N--------------------SLTPTSTITR----ALH PVGY LGSMG VSM E ITP-L
W A A L N--------------------SLMPTSTITR----ALH PVGY LGSMG VSM E ITP-L

TVQNKDA R RVKWY LA K K A V-------------------- I Y---- AG L ST SL KVAD AM-G
T QNKDA R RVKWY A K A L-------------------- I S Y---- AAT L ATHSV R KGILN-I
TVQNKDA R R KWY LA K K A L V-------------------- T I---- M TG L ST SV R KG TN-I

Q KDA R R KWYC A K A L--------------------KL G Q W---- L GT L ATHSV R KGITN-V
TVQNKDA RT R KWYC LA K K AA-------------------- T ---- L G L ST SL VKGITN-V

KDA R R KWY A L--------------------KLEG Q W---- L AGTVLRATHSV R KGITN-V
TVQNKDA RT R KWY LA K AA-------------------- T ---- L VG L STHSL IKGITN-V
VQNKDA RT R KWYC A K K A--------------------L R ---- L GI L ST SL RIKGITN-I

A A N-------------------EGASGASELNV----DYIFTAGV LGQEM LSIMR ARE--
TVQNKDA RT R KWYC LA K K AA-------------------- T ---- L G L ST SL VKGITN-V
TVQNKDA R R KWY L K K A L V-------------------- T I---- L VG VL ST SL R KG TN-I
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA R R KWY LA K IA L V-------------------- T I---- L AG L STRS R KG TN-I
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG T---
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN--
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA RT R KWY A K K A L-------------------- T ---- L TAT L ST SL R RGITN-I
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG ----
TVQNKDA RT R KWYC LA K K AA V-------------------- T ---- L G L AT SL IRG TN-V
TVQNKDA RT R KWYC LA K K AAL V-------------------- T ---- I G L ST SL KG PN-I
TVQNKDA R R KWY L K K A L V-------------------- T I---- L VG VL ST SL R KG TN-I
TVQNKDA R R KWY L K K A L V-------------------- T I---- L VG VL ST SL R KG TN-I
TVQNKDA RT R KWYC LA K K AAL V-------------------- T ---- I G L ST SL KG PN-I
TVQNKDA RT R KWYC LA K K A L V-------------------- I ---- L G L ST SL R AG TN-V
TVQNKDA RT R KWYC LA K IAA-------------------- T ---- I G L STRS IRG-----
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA R R KWYC LA K K IA L V-------------------- T I---- L G L ST S R KG TN-I
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA RT R KWYC LA K IAA-------------------- T ---- I G L STRS IR------

KDA R R KWYC A K A L V--------------------KLEG Q W---- L GT L RTTSV R KG TN-I
KDA R R KWYC A K A L V--------------------KLEG Q W---- L GT L RTTSV R KG TN-I

TVQNKDA R RVKWYC A K A L V-------------------- D I---- GT L STRSL R RG TN-I
TVQNKDA R RVKWYC A K A L V-------------------- D I---- GT L STRSL R RG TN-I
TVQNKDA R RVKWYC A K A L V-------------------- D I---- GT L STRSL R RG TN-I
TVQNKDA RT R KWYC LA K I-------------------- T ---- I G L STRS ----------

Q KD RVKWYC LA A--------------------VH T ERIW---- G LFSQLGV SADGIRD--
TVQNKDA R RVKWYC A K A L V-------------------- D I---- GT L STRSL R RG TN-I
TVQNKDA RT R KWYC LA K-------------------- T ---- I G L STR------------
TVQNKDA RT R KWYC LA K K AALTNV-------------------- I ---- L G L ST SL PN-V
TVQNKD R R KWYC A K A L-------------------- VE Y---- M GT L STRSL R KGITN-I
TVQNKDA R R KWY LA K IA L V-------------------- T I---- L TG L STRS R KG TN-I
T QNKDA R RVKWY A K A L-------------------- I V Y---- VGT L ATHSV R AGITN-I
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T QNKDA R RVKWY A K A L-------------------- I V Y---- VGT L ATHSV R AGITN-I
TVQNKDA RT RVKWYC LANKHD AIA NVK-------------------- V ---- G Y RID F--
TVQNKDA R R KWY LA K A L-------------------- W Y---- L VG L STRSM R KGITN-V
T KDA R R KWY L K A L-------------------- LED T Y---- L AG VL ATHGV R KGLTN-I
TVQNKDA RT RVKWYC LANKHD AIA NVK-------------------- V ---- G Y RID F--
T KDA RVKWY A K A L-------------------- HHT RKW---- AGT L ATHSV R KGITN-I
TVQNKDA R RVKWY A K A L-------------------- E W---- VGS L ATHSV R RAISN-V
TVQNKD R R KWY A K K A L-------------------- VE Y---- M VGT L ST SL R KGITN-I
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
T KDA RVKWY A K A L-------------------- HHT RKW---- AGT L ATHSV R KGITN-I
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA R R KWY L K K-------------------- T I---- L VG VL ST ------------
TVQ KD RT R KWYC LA K K A L-------------------- T SS ---- L G L ST SM R KGLTN-V
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIA L NVKI-------------------- V ---- T N --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NV-------------------- V ---- N ----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- -Q
TVQNKDA RT RVKWYCSLANKHDKAIA L NVKI-------------------- V ---- T N --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --

KDA R R KWYC LA A A L--------------------PMET R H---- I G LFRKA L R KGIRP-L
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
T KDA R KWYC A K A A L V-------------------- SHV DLH---- L GT L ATH L R KG TN-I
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
T KDA R KWY A K A L-------------------- HAT HKW---- L AGT L ATHSV R KGILN-I
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA R R KWY LA K K A L V-------------------- T I---- L AG L ST SL R KG TN-I
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
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TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- V ---- V--
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- V ---- ---
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT R KWYC LA K K A L NV I-------------------- I ---- L G L ST SL C K Q -G
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT R KWYC LA K K A L NV I-------------------- I ---- L G L ST SL C K Q -G
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIA LTNVKI-------------------- V ---- T --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --

K A R RV WY LA A A L--------------------ALET N R W---- R VG LFSTV V Q QGITA-N
TVQNKDA RT RVKWYCSLANKHDKAIAAL N-------------------- V ---- N -----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- V ---- ---
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- K --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- V ---- ---
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT R KWYC LA K K A L NV I-------------------- I ---- L G L ST SL C K Q -G
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
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TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT R KWYC-------------------- T ---- I G-------------------
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALT VKI-------------------- V ---- D --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTN-------------------- V ---- -----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- V ---- R--
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TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- V ---- R--
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL-------------------- V ---- -------
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- V ---- ---
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTN-------------------- V ---- -----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- T ---- ---
TVQNKDA RT R KWYC LA K IAA V-------------------- T ---- I G L STRS IRG TN-I
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
T KD T RVKWYC LA K AALT-------------------- SET ETI ---- G LFSE GL GITN--
TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVK-------------------- T ---- T--
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHD AIAALTNVKI-------------------- T ---- R --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAI ALTNVKI-------------------- V ---- V --

K A R RV WYC LA A A L--------------------ALET N R W---- R G LFSTV V R QGIAA-N
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --

KD RVKWYC LA A--------------------EAEA EHIW---- G LFSELGLS AEGILN--
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT R KWYC LA K K A L V-------------------- T ---- L N L ST SL R YG SN--
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --

Q KD RVKWYC LA IAA--------------------VH S ERIW---- G LFSQLG ADGIRN--
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALT VKI-------------------- T ---- K --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --

D T R WYC LA K A L V--------------------EKEDA ESI ---- IS G LFSE GL V KG IP-G
TVQNKDA RT RVKWYCSLANKHDKAIAALT-------------------- V ---- ------
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTN-------------------- V ---- -----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL-------------------- V ---- -------
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
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TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALT-------------------- V ---- ------
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- A --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --

DA R R WYC A K A L V--------------------LLEKR R W---- LR GA L ATHSL R KG TN-V
TVQNKDA RT RVKWYCSLANKH KAIAALTNVKI-------------------- V ---- N --
TVQNKDA RT RVKWYCSLANKHDKAIAALT-------------------- V ---- ------
TVQNKDA RT RVKWYCSLANKHD-------------------- V ---- -------------
TVQNKDA RT RVKWYCSLANKHDKAIAAL NVKI-------------------- V ---- A --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANK-------------------- V ---- ---------------
TVQNKDA RT RVKWYCSLANKHD-------------------- V ---- -------------
TVQNKDA RT RVKWYCSLA-------------------- V ---- -----------------
TVQNKDA RT RVKWYCSLANKHDKAIAALTNV-------------------- V ---- ----
TVQNKDA RT RVKWYCSLANKHDKAIAAL-------------------- V ---- -------
TVQNKDA RT RVKWYCSLANKHDKAI-------------------- V ---- ----------
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --

Q KD T RVKWYC LA K AA--------------------IH S EHI ---- G LFSL GL ADGITN--
TVQNKDA RT RVKWYCSLANKHDKAIAAL-------------------- V ---- -------
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT RVKWY SLANKHDKAIA L NVKI-------------------- T ---- V S N --
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- V ---- --
TVQNKDA RT R KWYC LA K K A L NV I-------------------- I ---- L G L ST SL C K Q -G
TVQNKDA RT RVKWYCSLANKHDKAIAALT-------------------- V ---- ------

K A R RV WYC LA A A L--------------------ALET N R W---- R G LFSTV V R QGIAA-N
TVQNKD RT RVKWYCSLANKHDKAI ALT V-------------------- ST ---- S G AL--
TVQNKDA RT RVKWYCSLANKHDKAIAALTNVKI-------------------- T ---- --

KD T RVK YC LA D A A--------------------ESES ESI ---- F G CYS L L VVKGISN--
KD RVKWYC LA AA--------------------ISET ETIW---- G LFSELGL AEGITN--

TVQNKDA RT RVKWYCSLANKHDKAIA-------------------- V ---- ---------
TVQNKDA RT RVKWYCSLANKHDKAIAA-------------------- V ---- --------

KDA R RVKWY SLA A L--------------------DLET S W---- V VFSELGV R QGITA-N
TVQNKDA RT RVKWYCSLANKHDKAIA-------------------- V ---- ---------
TVQNKDA RT RVKWYCSLANKHDKAIAAL-------------------- V ---- -------

K A R RV WY LA A A L--------------------ALET N R W---- R VG LFSTV V R QGITA-N
KDA R R KWY LA A L--------------------ELET S H---- I AG LFSELGV R RGIEG-A

TVQNKDA RT RVKWYCSLANKHDKAIAALT VKI-------------------- V ---- K --
D T R WYC LA K A L V--------------------EKEDA ESI ---- IS G LFSE GL V KG IP-G

TVQNKDA R RVKWYC A K A L-------------------- D I---- GT L STRSL R QGITN-I
TVQNKDA RT RVKWYCSLANKHDKAIAALT-------------------- V ---- ------
TVQNKDA RT RVKWYCSLANKHDKA-------------------- V ---- -----------
TVQNKDA RT RVKWYCSLANKHDKAIAALTN-------------------- V ---- -----
TVQNKDA RT R KWY A K K A L V-------------------- T ---- L VGA L ST SV R EA TN-V
TVQNKDA RT RVKWYCSLANKHDKAI-------------------- V ---- ----------

D T R WYC LA K A L V--------------------EKEDA ESI ---- IS G LFSE GL V KG TP-G
TVQNKDA RT RVKWYCSLANK-------------------- V ---- ---------------

V LA A LTN-------------------VNQTVNMTKDI----W SMPAG LGSQA LSL FEH-V
TVQNKDA RT RVKWYCSL-------------------- V ---- ------------------
TVQNKDA RT RVKWYCSLANKHDKAIAA-------------------- V ---- --------
TVQNKDA RT RVKWYCSLA-------------------- V ---- -----------------
TVQNKDA RT RVKWYCSLANKHD-------------------- V ---- -------------
TVQNKDA RT RVKWYCSLANKHDK-------------------- V ---- ------------
TVQNKDA RT RVKWYC LANKH KAIAALT V-------------------- T ---- G E D QL--
TVQNKDA RT RVKWYCSLANKHDKA-------------------- V ---- -----------

KD T RVKWYC LA K AAL V--------------------ASET NYI ---- G LFSE GL PG TN--
TVQNKDA R R KWY SLA K IAAL V-------------------- T I---- L T L STRS QG TN-I

KD T RVKWYC LA K AAL V--------------------ASET NYI ---- G LFSE GL PG TN--
TVQNKDA RT RVKWYCSLA-------------------- V ---- -----------------
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TVQNKDA RT RVKWYCSLA-------------------- V ---- -----------------
TVQNKDA RT RVKWYCSLANKHDKA-------------------- V ---- -----------

D T R WYC LA K A L V--------------------EKEDA ESI ---- IS G LFSE GL V KG TP-G
KD T RVK YC LAN A--------------------ESET ETI ---- M G FSQLGLY MPGITN--
KD T RVK YC LA D A A VK--------------------ESET ESI ---- F G VYS L L VAQG N--
D T R WYC LA K A L V--------------------EKEDA ESI ---- IT G LFSE GL V EG TP--

KD T RVKWYC LA K A--------------------PAED NYI ---- G LFSE GL MADGITN--
TVQNKDA RT RVKWYCSLANK-------------------- V ---- ---------------
TVQNKDA RT RVKWYCSLA-------------------- V ---- -----------------
TVQNKD RT RVKWYCSLANKHDKA AALT V-------------------- ST ---- L G AL--
TVQNKDA RT RVKWYCSLAN-------------------- V ---- ----------------

KDA R R KWY LA A L--------------------ELET S H---- I AG LFSELGV R RGIEG-A
TVQNKD RT RVKWYCSLANKHDKAI ALT V-------------------- ST ---- S G AL--
TVQNKDA RT RVKWYCSLANKHDKAIAAL-------------------- V ---- -------
TVQNKDA RT RVKWYCSLANKHDKAIAALT V-------------------- T ---- G AL--
TVQNKDA RT RVKWYCSLANKHDKAI ALT V-------------------- T ---- S G AL--

D T R WYC LA K A L V--------------------EKEDA ESI ---- IS G LFSE GL V KG TP-A
TVQNKDA RT RVKWYCSL-------------------- V ---- ------------------

KD T RVK YC LA D A A V--------------------ESET ESI ---- F G VYS L L VAKG TN--
TVQNKDA RT RVKWYCSLANK-------------------- V ---- ---------------

KDA R RVKWY LA D A L--------------------ALET T W---- VG LAS LGV R QGITA-N
TVQNKDA RT RVKWYCSLA-------------------- V ---- -----------------
TVQNKDA RT RVKWYCSLAN-------------------- V ---- ----------------

KD T RVK Y A AA T V--------------------ESET NTI ---- M TGM LFSELGL M G TN--
TVQNKDA RT RVKWYCSL-------------------- V ---- ------------------
TVQNKDA RT RVKWYCSLANKH KAIAALT V-------------------- T ---- N G AL--

D T R WYC LA K A L V--------------------EKEDA ESI ---- IS G LFSE GL V KG TP-A

282

310

305

305

309

306

278

276

294

277

295

294

288

294

294

310

275

305

279

295

277

278

306

275

294

310

490 500 510

---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
GDGY---------SSKRKG--------------------
CGK------------------------------------
CGK------------------------------------
CR-------------------------------------
SRIPL-------INFENHGA-------------------
G--------------------------------------
QRSPL-------IDFDIRGA-------------------
HRSPL-------IDFDIRGA-------------------
QRSPL-------IDFDIRGA-------------------
HRSPL-------IDFDIRGA-------------------
HRSPL-------IDFDIRRA-------------------
HRGPL-------IDFDIQGA-------------------
CR-------------------------------------
HRSPL-------IDFDIRGA-------------------
ANLT--------------TT-------------------
ANLT--------------TT-------------------
ADLP--------------TT-------------------
ADLP--------------TT-------------------
ANLA--------------AT-------------------
VDFA-----------------------------------
---------------------------------------

288

288

288

288

288

288

286

286

286

286

286

286

287

287

337

330

330

329

339

329

339

339

340

339

339

339

329

339

348

354

329

329

344

336

332
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36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60
61
62
63
64
65
66
67
68
69
70
71
72
73
74
75
76
77
78
79
80
81
82
83
84
85
86
87
88
89
90
91
92
93
94
95
96
97
98
99
100
101
102
103

---------------------------------------
---------------------------------------
AAYT-----------------------------------
ANLP--------------VT-------------------
---------------------------------------
SNVA-----------------------------------
---------------------------------------
ADLP--------------TT-------------------
ADLP--------------TT-------------------
ADLP--------------TT-------------------
AHL------------------------------------
GSCG--------------GG-------------------
GPCV--------------PDPA-----------------
ASCG--------------GG-------------------
ASCG--------------GGGG-----------------
ASCG--------------GGT------------------
ADCG--------------GG-------------------
GECA--------------GIVP-----------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
EDCN--------------GAELAMEAGATSAKSKSKRSK
---------------------------------------
---------------------------------------
GECA-------------GGPPPA----------------
---------------------------------------
ASCG--------------GGGG-----------------
GECT--------------GIVP-----------------
---------------------------------------
---------------------------------------
SDCS--------------VG-------------------
GPCP--------------TITPA----------------
----------QPL--------------------------
----------QPL--------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
GGQ----------DQSGTGKPTLV---------------
---------------------------------------
ANLT--------------TT-------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
ASCG--------------G--------------------
---------------------------------------
---------------------------------------
----------------ESGGPLA----------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
------------------GA-------------------

209

332

338

300

324

286

346

345

346

333

315

317

313

317

314

318

320

309

313

313

258

339

317

309

323

311

320

320

309

313

317

326

310

326

323

374

369

323

314

259

283

285

299

223

300

301

300

300

300

300

300

310

264

300

300

277

310

310

304

300

300

300

300

300

300

300

323

Printed	from	SnapGene®:		4	Aug	2022		10:26 Page	69



103
104
105
106
107
108
109
110
111
112
113
114
115
116
117
118
119
120
121
122
123
124
125
126
127
128
129
130
131
132
133
134
135
136
137
138
139
140
141
142
143
144
145
146
147
148
149
150
151
152
153
154
155
156
157
158
159
160
161
162
163
164
165
166
167
168
169
170

------------------GA-------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
A--------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------

300

300

300

298

295

298

299

300

299

302

300

297

301

297

300

300

297

301

296

300

300

300

300

295

300

300

300

300

300

291

305

300

289

296

300

303

300

296

302

300

296

300

300

300

293

293

293

293

306

293

300

293

306

293

293

306

306

306

289

308

306

293

293

293

293

293

293
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170
171
172
173
174
175
176
177
178
179
180
181
182
183
184
185
186
187
188
189
190
191
192
193
194
195
196
197
198
199
200
201
202
203
204
205
206
207
208
209
210
211
212
213
214
215
216
217
218
219
220
221
222
223
224
225
226
227
228
229
230
231
232
233
234
235
236
237

---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
SV-------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
S--------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
ASA------------------------------------
---------------------------------------
AGA------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------

291

293

306

291

291

291

293

306

304

291

293

291

291

291

294

306

291

291

291

291

297

306

299

291

291

291

291

291

291

291

291

291

299

291

302

291

291

291

291

291

291

291

291

291

306

291

291

291

291

291

291

291

291

291

291

291

290

291

296

291

296

291

306

291

291

291

291
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237
238
239
240
241
242
243
244
245
246
247
248
249
250
251
252
253
254
255
256
257
258
259
260
261
262
263
264
265
266
267
268
269
270
271
272
273
274
275
276
277
278
279
280
281
282
283
284
285
286
287
288
289
290
291
292
293
294
295
296
297
298
299
300
301
302
303
304

---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
EKPTTGGSGSTGGNQGGTGGGN-----------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------

291

291

295

303

291

291

291

291

291

291

291

289

291

291

291

291

291

290

291

291

291

291

291

291

292

291

293

293

292

290

292

292

291

315

291

291

292

292

291

291

291

292

291

291

282

292

291

291

289

291

292

291

292

291

291

291

291

291

292

292

292

289

292

285

292

292

291

Printed	from	SnapGene®:		4	Aug	2022		10:26 Page	72



304
305
306
307
308
309
310
311
312
313
314
315
316
317
318
319
320
321
322
323
324
325
326
327
328
329
330
331
332
333
334
335
336
337
338
339
340
341
342
343
344
345
346
347
348
349
350
351
352
353
354
355
356
357
358
359
360
361
362
363
364
365
366
367
368
369
370
371

---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------

292

292

292

291

292

291

291

291

292

291

291

291

292

293

292

292

291

292

291

291

288

291

292

292

292

291

291

292

291

291

293

291

289

291

292

291

292

291

301

291

291

291

291

288

293

291

290

281

291

306

287

293

291

290

291

292

291

293

292

291

291

291

291

293

293

291

291
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371
372
373
374
375
376
377
378
379
380
381
382
383
384
385
386
387
388
389
390
391
392
393
394
395
396
397
398
399
400
401
402
403
404
405
406
407
408
409
410
411
412
413
414
415
416
417
418
419
420
421
422
423
424
425
426
427
428
429
430
431
432
433
434
435
436
437
438

---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------

291

291

291

291

291

291

295

291

291

293

293

305

293

293

291

291

306

293

292

305

293

291

291

293

293

305

310

287

293

293

293

293

289

292

286

293

290

291

293

293

293

293

287

293

293

293

305

291

300

293

287

295

305

293

293

295

291

291

286

298

293

305

286

292

292

293

291
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438
439
440
441
442
443
444
445
446
447
448
449
450
451
452
453
454
455
456
457
458
459
460
461
462
463
464
465
466
467
468
469
470
471
472
473
474
475
476
477
478
479
480
481
482
483
484
485
486
487
488
489
490
491
492
493
494
495
496
497
498
499
500

---------------------------------------
---------------------------------------
AKPTTGGS---GGTQGSTGGGN-----------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
GECA--------------GPVPA----------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------
---------------------------------------

293

312

287

295

294

291

305

305

284

285

293

284

286

295

295

293

310

300

288

282

290

300

283

310

278

236

290

285

276

280

281

294

282

306

310

306

276

282

310

305

305

309

306

278

276

294

277

295

294

288

294

294

310

275

305

279

295

277

278

306

275

294

310
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Compare	to: the	consensus

Amino	acids	that	match	the	reference	are	marked	with	yellow	highlighting.
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