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Figure S1. The amino acid identity of nop56 between human, mouse and zebrafish. (A), The alignment
result of amino acid sequence of nop56 in human, mouse and zebrafish. Arrowhead represents the target

site. (B), the percent identity matrix of nop56 between human, mouse and zebrafish.
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Figure S2. qRT-PCR analysis of p53 related genes (A), and stat3 related genes (B) transcript levels of
siblings and mutants at 48 hpf. n = 3, *<0.05.



