Table S8 HOMER enrichment results for known motifs in white A. japonicus,

compared with green A4. japonicus.
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NF1(CTF)/LNCAP-NF1-ChIP-
Seq(Unpublished)/Homer

HRE(HSF)/HepG2-HSF1-ChIP-
Seq(GSE31477)/Homer

BMALI(bHLH)/Liver-Bmall-
ChIP-Seq(GSE39860)/Homer

SFP1/SacCer-Promoters/Homer

TR4(NR),DR1/Hela-TR4-ChIP-
Seq(GSE24685)/Homer

PR(NR)/T47D-PR-ChIP-
Seq(GSE31130)/Homer

PRDM1(Zf)/Hela-PRDM1-ChIP-
Seq(GSE31477)/Homer

Flil1(ETS)/CD8-FLI-ChIP-
Seq(GSE20898)/Homer

IRF:BATF(IRF:bZIP)/pDC-Irf8-
ChIP-Seq(GSE66899)/Homer




