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Figure S1. Neuronal activity related mRNA level of transcripts in hypothalamus and hindbrain of RT raised
in a barren environment (black) or environmental enrichment (white) during three months. Values are
expressed as group mean + SEM; fold change vs barren environment for all genes; welch’s #-test, Tukey post
hoc; Differences between treatments are represented by *(P < .05). Replicates (n= 8) correspond to different
individual fish.
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Figure S2. Neurotrophic and synaptogenesis factors related mRNA level of transcripts in hypothalamus and
hindbrain of RT raised in a barren environment (black) or environmental enrichment (white) during three
months. Values are expressed as group mean + SEM; fold change vs barren environment for all genes; welch'’s
t-test, Tukey post hoc; Differences between treatments are represented by *(P < .05). Replicates (n= 8)
correspond to different individual fish.
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Figure S3. Plasticity factors related mRNA level of transcripts in hypothalamus and hindbrain of RT raised
in a barren environment (black) or environmental enrichment (white) during three months. Values are
expressed as group mean + SEM; fold change vs barren environment for all genes; welch’s t-test, Tukey post
hoc; Differences between treatments are represented by *(P < .05). Replicates (n= 8) correspond to different
individual fish.
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Figure S4. Dopamine, serotonin, glutamatergic and gabaergic pathways related mRNA level of transcripts in
hypothalamus and hindbrain of RT raised in a barren environment (black) or environmental enrichment (white)
during three months. Values are expressed as group mean + SEM; fold change vs barren environment for all genes; welch’s

t-test, Tukey post hoc; Differences between treatments are represented by *(P <.05). Replicates (N=8) correspond to different
individual fish.



