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Graphic Summary
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Alignments

Alignment view Pairwise  CDS feature Restore defaults

Porcine epidemic diarrhea virus, complete genome

Sequence ID: NC_003436.1 Length: 28033 Number of Matches: 1

Range 1: 26188 to 26218

Score Expect Identities Gaps Strand Frame

58.4 bits(31) 1e-12() 31/31(100%) 0/31(0%) Plus/Minus

Query  1Query  1      GACAATTGTTGTAGTGGCCTTGGCGAC
              |||||||||||||||||||||||||||||||

jct  26218  GACAATTGTTGTAGTGGCCTTGGCGASbjct  26218Sb
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Porcine epidemic

diarrhea virus,

complete genome

Porcine epidemic

diarrhea virus
58.4 58.4 100% 1e-12 100.00% 28033 NC_003436.1

Organism Blast Name Score Number of Hits Description

Porcine epidemic diarrhea virus viruses 58.4 1 Porcine epidemic diarrhea virus hits

Description Score E value Accession
Porcine epidemic diarrhea virus [viruses ]

Porcine epidemic diarrhea virus, complete genome 58.4 1e-12 NC_003436

Taxonomy Number of hits Number of Organisms Description

Porcine epidemic diarrhea virus 1 1 Porcine epidemic diarrhea virus hits




