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Figure S1. Results of sanger sequencing of the TERT promoter of A375-146C/C. Sanger sequencing of

A375146C/C, Cells were transfected with a plasmid expressing sgRNA and SpCas9-NG. The DNA

covering the most of the TERT promoter was analyzed by Sanger sequencing.
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Figure S2. Results of sanger sequencing of GABPA of A375-146C/C. (A) Comparative analysis
of GABPA sequencing results of A37546TT and A375146¢/C, The DNA covering coding region in
GABPA was analyzed by Sanger sequencing. (B) Results of sanger sequencing of the GABPA of
A375-146C/C.




