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Figure S1. Detailed schematic of the air sampling before and after the biofilter (A) and sampler
connection to the air channel (B)



Table S1. Sequence of primers and probes used for targeted 16S, ARGs and MGEs

Target gene | Gene ID (Stedtfeld et al. 2018) | Sequence of primers and probes
16S rRNA 165 rRNA Forward: GAC ARC CAT GCA SCA CCT G
Reverse: GGT AGT CYA YGC MST AAA CG
Probe: FAM/TKC GCG TTG/ZEN/CDT CGA ATT AAW CCA
C/3IABKFQ
aac(6')-1I aac(6’)-1I (8) Forward : CGACCCGACTCCGAACAA
Reverse: GCACGAATCCTGCCTTCTCA
aac(6’)-Ib aac(6’)-Ib (95) Forward: CGTCGCCGAGCAACTTG
Reverse: CGGTACCTTGCCTCTCAAACC
aac(3) aac(3)-iid_iii_iif_iia_iie (410) Forward: CGATGGTCGCGGTTGGTC
Reverse: TCGGCGTAGTGCAATGCG
blaCMY2 blaCMY2 (108) Forward: AAAGCCTCATGGGTGCATAAA
Reverse: ATAGCTTTTGTTTGCCAGCATCA
blaGES blaGES (120) Forward: GCAATGTGCTCAACGTTCAAG
Reverse: GTGCCTGAGTCAATTCTTTCAAAG
blaVEB blaVEB (38) Forward: CCCGATGCAAAGCGTTATG
Reverse: GAAAGATTCCCTTTATCTATCTCAGACAA
blaTEM blaTEM (164) Forward: AGCATCTTACGGATGGCATGA
Reverse: TCCTCCGATCGTTGTCAGAAGT
blaVIM blaVIM (147) Forward: GCACTTCTCGCGGAGATTG
Reverse: CGACGGTGATGCGTACGTT
blaIMP blaIMP (324) Forward: GGAATAGAGTGGCTTAATTC
Reverse: GGTTTAACAAAACAACCACC
blaMOX blaMOX (34) Forward: CTATGTCAATGTGCCGAAGCA
Reverse: GGCTTGTCCTCTTTCGAATAGC
blaSHVII blaSHVII (1110) Forward: TTGACCGCTGGGAAACGG
Reverse: TCCGGTCTTATCGGCGATAAAC
blaOXA blaOXA (1506) Forward: CGCAATTATCGGCCTAGAAACT
Reverse: TTGGCTTTCCGTCCCATTT
blaCTX-M-1 blaCTX-M-1 (Pas dans l'article) Forward: CGG GCR ATG GCG CAR AC
Reverse: TGC RCC GGT SGT ATT GCC
Probe: FAM/CCA RCG GGC/ZEN/GCA GYT GGT GAC/3IABKFQ
ermB ermB (804) Forward: GAACACTAGGGTTGTTCTTGCA
Reverse: CTGGAACATCTGTGGTATGGC
ermF ermF (23) Forward: CAGCTTTGGTTGAACATTTACGAA
Reverse: AAATTCCTAAAATCACAACCGACAA
ermT ermT (137) Forward: GTTCACTAGCACTATTTTTAATGACAGAAGT
Reverse: GAAGGGTGTCTTTTTAATACAATTAACGA
ermX ermX (209) Forward: GCTCAGTGGTCCCCATGGT
Reverse: ATCCCCCCGTCAACGTT
erm35 erm35 (815) Forward: CCTTCAGTCAGAACCGGCAA
Reverse: GCTGATTTGACAGTTGGTGGTG
tet32 tet32 (54) Forward: CCATTACTTCGGACAACGGTAGA
Reverse: CAATCTCTGTGAGGGCATTTAACA
tetA tetA (180) Forward: CTCACCAGCCTGACCTCGAT
Reverse: CACGTTGTTATAGAAGCCGCATAG
tetL tetL (195) Forward: ATGGTTGTAGTTGCGCGCTATAT
Reverse: ATCGCTGGACCGACTCCTT




tetO tetO (192) Forward: CAACATTAACGGAAAGTTTATTGTATACCA
Reverse: TTGACGCTCCAAATTCATTGTATC
tetQ tetQ (185) Forward: CGCCTCAGAAGTAAGTTCATACACTAAG
Reverse: TCGTTCATGCGGATATTATCAGAAT
tetS tetS (200) Forward: TTAAGGACAAACTTTCTGACGACATC
Reverse: TGTCTCCCATTGTTCTGGTTCA
tetW tetW (191) Forward: ATGAACATTCCCACCGTTATCTTT
Reverse: ATATCGGCGGAGAGCTTATCC
tetX tetX (196) Forward: AAATTTGTTACCGACACGGAAGTT
Reverse: CATAGCTGAAAAAATCCAGGACAGTT
tetM tetM (1513) Forward: GGAGCGATTACAGAATTAGGAAGC
Reverse: TCCATATGTCCTGGCGTGTC
vanA vanA (1514) Forward: GGGCTGTGAGGTCGGTTG
Reverse: TTCAGTACAATGCGGCCGTTA
vanB vanB (211) Forward: TTGTCGGCGAAGTGGATCA
Reverse: AGCCTTTTTCCGGCTCGTT
vanRA vanRA (216) Forward: CCCTTACTCCCACCGAGTTTT
Reverse: TTCGTCGCCCCATATCTCAT
vanSA vanSA (218) Forward: CGCGTCATGCTTTCAAAATTC
Reverse: TCCGCAGAAAGCTCAATTTGTT
sull sull (363) Forward: GCCGATGAGATCAGACGTATTG
Reverse: CGCATAGCGCTGGGTTTC
sul2 sul2 (133) Forward: TCATCTGCCAAACTCGTCGTTA
Reverse: GTCAAAGAACGCCGCAATGT
qnrB qnrB (1202) Forward: TCACCACCCGCACCTG
Reverse: GGATATCTAAATCGCCCAGTTCC
mcr-1 mcr-1 (pas dans l’artic]e) Forward: ATGGCACGGTCTATGATA
Reverse: CGGATAATCCACCTTAACA
Probe: FAM/CTA CAG ACC/ZEN/GAC CAA GCC GA/3IABKFQ/-3'
1826 is26 (1546) Forward: ATGGATGAAACCTACGTGAAGGTC
Reverse: CGGTACTTAATCTGTCGGTGTTCA
tnpA tnpA (207) Forward: AATTGATGCGGACGGCTTAA
Reverse: TCACCAAACTGTTTATGGAGTCGTT
intl-A int1-A (336) Forward: CGAAGTCGAGGCATTTCTGTC
Reverse: GCCTTCCAGAAAACCGAGGA
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Table S2. Plasmid sequence used for qPCR detection of targeted ARGs and MGEs

Gene

Plasmid sequence for gPCR detection

16S rDNA

AAATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCA
AGTCGAACGGTAACAGGAAGAAGCTTGCTCTTTGCTGACGAGTGGCGGACGGGTGAGTA
ATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGC
ATAACGTCGCAAGACCAAAGAGGGGGACCTITCGGGCCTCTTGCCATCGGATGTGCCCAG
ATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCT
GAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG
CAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAG
AAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCIT
TGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT
AATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTT
TGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA
GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATC
TGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGA
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCG
ACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCT
GGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTITACCTGGTCTTGACATCCACG
GAAGTTTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTG
TCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTITATCCT
TTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAA
GGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAA
TGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCG
TAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGA
TCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG
GAGTGGGTTGCAAAAGAAGTAGGTAGCTITAACCTTCGGGAGGGCGCTTACCACTTTGTG
ATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGTTGGATCA
CCTCCITA

aac(6’)-11

ATCTTCTCCCGCACGAATCCTGCCTTCTCATAGCAGCGTATGGCTCGATGGTTGTTCGGAG
TCGGGTCGGTCTGAATCT

aac(6’)-1b

TTAGGCATCACTGCGTGTTCGCTCGAATGCCTGGCGTGTITGAACCATGTACACGGCTGG
ACCATATGGGGTGGTITA

aac(3)-

iid_iii_iif i
a_iie

CTAACCTGAAGGCTCGCAAGAGCGCTCGACGGCCTCGTGCGGAGGCACGATCGGAGTG
GTTCCGAAATGCTTCTCAA
GATAGGTGACGCCGAACGTCACGATGTCCTGCGCGTCGAACAGGTAGCACTGAGCAAA
GCCCACGACACCTTCTCGAT
GGCGACCGAGCTTCACGTAAGCATTTGCTATAGTTITCAACCGCATCCGGCTTTCCTTCGAT
AGCAAAGCAATCGAGAATG
CCGTTTGAATCGTAATCCGATGCCGTTTTCCAGGCGACTTCACCGTCTCTTCCAAGCATCG
GCATCTCATACGTCACCCAC

CGTTTGTTGGGGATATCGGCAACCGCC

blacmy2

CCCCGCAGTGAAAGCCTCATGGGTGCATAAAACGGGCTCCACTGGTGGATTTGGCAGCT
ACGTAGCCTTCGTTCCAGAAAAA
AACCTTGGCATCGTGATGCTGGCAAACAAAAGCTATCCTAACCCTG

blaces

GCAGCGTTTTGCAATGTGCTCAACGTTCAAGTTTCCGCTAGCCGCGCTGGTCTTTGAAAG
AATTGACTCAGGCACCGAGCGGGGG

blaves

ACTTCCATTTCCCGATGCAAAGCGTTATGAAATTTCCGATTGCTTTAGCCGTTTTGTCTGA
GATAGATAAAGGGAATCTTTCTTTTGAACAA




blatem

GTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCAT
AACCATGAGTGATAACACTGCTGCCAACTTAC
TTCTGACAACGATCGGAGGACCGAAGGAGC

blavim

ATGTTCAAACTTTTGAGTAAGTITATTGGTCTATTTGACCGCGTCTATCATGGCTATTGCGA
GTCCGCTCGCITTTTCCGTAGATTCTAGCGGTG
AGTATCCGACAGTCAGCGAAATTCCGGTCGGGGAGGTCCGGCTTTACCAGATTGCCGAT
GGTGTTTGGTCGCATATCGCAACGCAGTCGTTT
GATGGCGCAGTCTACCCGTCCAATGGTCTCATTGTCCGTGATGGTGATGAGTTGCTTTTGA
TTGATACAGCGTGGGGTGCGAAAAACACAGCG

blamr

ATGAGCAAGTTATCTGTATTCTTTATATTITTTGTTTTGTAGCATTGCTACCGCAGCAGAGC
CITTGCCAGATTITAAAAATTGAAAAACTTGATGAA
GGCGTTTATGTTCATACTTCGTTTGAAGAAGTTAACGGGTGGGGCGTTTTTCCTAAACATG
GTTTGGTTGTTCITGTAGATGCTGAAGCTTATCT
AATTGACACTCCATTTACGGCTAAAGATACTGAAAAGTTAGTCACTTGGTTTGTGGAACG
TGGCTATAAAATAAAAGGCAGTATTTCCTCTCATIT

TCATAGTGACAGCACGGGC

blamox

ATGCAACAACGACAATCCATCCTGTGGGGCGCTCTGGCCACCCTGATGTGGGCCGGTCT
GGCCCATGCAGGTGAGACTTCACCGGTCGATCCC
CTGCGCCCCGTGGTGGATGCCAGCATCCGGCCGCTGCTCAAGGAGCACAGGATCCCGGG
CATGGCGGTGGCCGTGCTCAAGGATGGCAAGGC
CCACTATTTCAACTACGGTGTGGCCGATCGGGAGCGCGCAGTCGGTGTCAGCGAGCAGA
CCCTGTTCGAGATAGGCTCCGTGAGCAAGCCCCT
GACCGCGACCCTAGGAGCCTATGCGGTGGTCAAGGGAGCGATGCAACTGGATGACAAG
GCGAGCCGGCACGCCCCCTGGCTCAAGGGATCCG
CCTTTGACAGCATCACCATGGGGGAGCTGGCTACCTACAGCGCGGGCGGCTTGCCGCTG
CAATTCCCCGAGGAGGTGGATTCGCTCGAGAAGA
TGCAGGCCTACTACCGCCAGTGGACCCCAGCCTACTCGCCGGGTTCCCATCGCCAGTACT
CTAACCCCAGCATAGGGCTGTTCGGCCACCTGG
CGGCGAGCAGCATGAAGCAGCCGTTTGCCCAGTTGATGGAGCAGACGCTCCTGCCGGGG
CTTGGCCTGCACCACAC

blasavn

TTAGCGTTGCCAGTGCTCGATCAGCGCCGCGCCGATCCCGGCGATTTGCTGATTTCGCTC
GGCCATGCTCGCCGGCGTATCCCGCAGA
TAAATCACCACAATGCGCTCTGCTTTGTTATTCGGGCCAAGCAGGGCGACAATCCCGCGC
GCACCCCGCTTGCTAGC-TCCGGTCITATC

GGCGATAAAC-
CAGCCCGCCGGCAGCACGGAGCGGATCAACGGTCCGGCGACCCGATCGTCCACCATCC
ACTGCAGCAGCTGCCGTTG
CGAACGGGCGCTCAGACGCTGGCTGGTCAGCAGCTTGCGCAGGGTCGCGGCCATGCTGG
CCGGGGTAGTGGTGTCGCGGGCGTCGL
CGGGAAGCGCCTCATTCAGTTCCGTTTCCCAGCGGTCAAGGCGGGTGACGTTGTCGCCGA
TCTGGCGCAAAAAGGCAGTCAATCCTGCG
GGGCCGCCGACGGTGGCCAGCAGCAGATTGGCGGCGCTGTTATCGCTCATGGTAATGGC
GGCGGCGCAGAGTTCGCCGACCGTCATGC
CGTCGGCAAGGTGTTTTTCGCTGACCGGCGAGTAGTCCACCAGATCCTGCTGGCGATAGT
GGATCTTTCGCTCCAGCTGTTCGTCACCGG
CATCCACCCGCGCCAGCACTGCGCCGCAGAGCACTACTTTAAAGGTGCTCATCATGGGA
AAGCGTTCATCGGCGCGCCAGGCGGTCAGC
GTGCGGCCGCTGGCCAGATCCATTTCTATCATGCCTACGCGGCCCGACAGCTGGCTTTCG
CITTGTTTAATTTGCTCAAGCGGCTGCGGG
CTGGCGTGTACCGCCAGCGGCAGGGTGGCTAACAGGGAGATAATACACAGGCGAATAT
AACGCAT




blaoxa

ATGAACATTAAAGCACTCTTACTTATAACAAGCGCTATTTTTATTITCAGCCTGCTCACCTT
ATATAGTGACTGCTAATCCAAATCACAGCGC
TTCAAAATCTGATGTAAAAGCAGAGAAAATTAAAAATTTATTTAACGAAGCACACACTA
CGGGTGTTTTAGTTATCCAACAAGGCCAAACTC
AACAAAGCTATGGTAATGATCTTGCTCGTGCTT

blacrx-m-1

TGCACCGGTGGTATTGCCTTTCATCCATGTCACCAGCTGCGCCCGTTGGCTGTCGCCCAAT
GCTTTACCCAGCGTCAGATTCCGCAGAGT
TTGCGCCATTGCCCG

ermB

ATGAACAAAAATATAAAATATTCTCAAAACTTTTTAACGAGTGAAAAAGTACTCAACCA
AATAATAAAACAATTGAATTITAAAAGAAACCGATA
CCGTTTACGAAATTGGAACAGGTAAAGGGCATTTAACGACGAAACTGGCTAAAATAAGT
AAACAGGTAACGTCTATTGAATTAGACAGTCAT
CTATTCAACTTATCGTCAGAAAAATTAAAACTGAATACTCGTGTCACTTTAATTCACCAA
GATATTCTACAGTTTCAATTCCCTAACAAACAGA
GGTATAAAATTGTTGGGAATATTCCTITACCATTTAAGCACACAAATTATTAAAAAAGTGG
TTTITGAAAGCCATGCGTCTGACATCTATCTGA
TTGTTGAAGAAGGATTCTACAAGCGTACCTTGGATATTCACC

ermF

TGAAAACGACACAGCTTTGGTTGAACATTTACGAAAATTATTTTCTGATGCCCGAAATGT
TCAAGTTGTCGGTTGTGATTTTAGGAATTTTGC
AGTTCCG

ermT

AATACAAATCGTTCACTAGCACTATTTTTAATGACAGAAGTTGATATATCCATATTAAGT
AAAATCCCTAGAGAATACTTTCATCCAAAACCTAG
AGTTAATAGCTCGTTAATTGTATTAAAAAGACACCCTTCAAAAATATCA

ermX

GATGATGACGGCTCAGTGGTCCCCATGGTTCACATTTCACCTGGGTTCTCGGGTACCAAG
GTCTGCTTTCCGGCCACAGCCAAACGTTGACG
GGGGGATCTTAGTGATC

erm35

GAATTCAAGTATTCACCTGTAAGAAGTAAATAATGACAAAAAAGAAATTGCCCGTTCGT
TTTACGGGTCAGCACTTTACTATTGACAAAGTGCIT
ATTAAAGATGCAATAAAAGAATCAAATATAAATCAACACGATACAGTTTTAGATATTGG
AGCTGGTAAGGGTTTTCTAACTGTTCATCTCITAAAA
AATGTCGATAAAGTTATTGCCATTGAAAACGATGTTGCATTAAGTCAACATTTGCGCAAA
AAATTCATTCACGCTCAAAACGTITCAAGTGGTTAG
TTGTGATTATAGAAATTTTGTGGTTCCGAAAGTTCCATTTAAAGTAGTTTCAAATATTCCT
TTTGGTATTACATCTGATATTTITAGTAGTCTGATG
TTTGAAAATGTCGAATATTTTCTATGCGGTTCAATTAT

tet32

TAATCCCATGCCATTACTTCGGACAACGGTAGAGCCGCAAAAGCCGGAGCAAAGGGAA
GCCCTGTTAAATGCCCTCACAGAGATTGCTGATACAGA

tetA

ACTGGCGGCGCTCACCAGCCTGACCTCGATCGTCGGACCCCTCCTCITCACGGCGATCTA
TGCGGCTTCTATAACAACGTGGAACGGGTGG

tetL

AGCACTCGTAATGGTTGTAGTTGCGCGCTATATTCCAAAGGAAAATAGGGGTAAAGCAT
TTGGTCTTATTGGATCGATAGTAGCCATGGGAGAA
GGAGTCGGTCCAGCGATTGGTGGAATG

tetO

GCAGGAAAGACAACATTAACGGAAAGTTTATTGTATACCAGTGGTGCAATTGCAGAACT
AGGGAGCGTAGATGAAGGCACAACAAGGACAGAT
ACAATGAATTTGGAGCGTCAAAGGGGAATCA

tetQ

GTAAAGACTACGCCTCAGAAGTAAGTTCATACACTAAGGGCTTAGGCGTTTTTATGGTCA
AGCCATGCGGGTATCAAATAACAAAAGGCGATTA
TTCTGATAATATCCGCATGAACGAAAAAGATAAA

tetS

TATCAAGATATTAAGGACAAACTTTCTGACGACATCATAATTAAGCAGACTGTGAATCTA
AATTTGAAACCTTATGTAATAGATTATACTGAACCA
GAACAATGGGAGACAGTAATTGTGG




tetW

CCCTGCGGAAAATGAACATTCCCACCGTTATCTTTATCAACAAGATCGACCAGGTTGGCG
TTGATTTGCAGGGCGTGTATCAGTCTGTTCGGG
ATAAGCTCTCCGCCGATATTATCATCAAG

tetX

GTTTCCATTGCATAGCTGAAAAAATCCAGGACAGTTTATCTCTGGTTGATGAATATCGGC
TTGTATATTGAAAGTACCTGTTTCTTCAACTTCCG
TGTCGGTAACAAATTTTCTTACCTTG

tetM

ATGGAGGAAAATCACATGAAAATTATTAATATTGGAGTTTTAGCTCATGTTGATGCGGGA
AAAACTACCTTAACAGAAAGCTTATTATATAACAGT

vanA

TCACCCCTTTAACGCTAATACGATCAAGCGGTCAATCAGTTCGGGAAGTGCAATACCTGC
AGCGGCCATCATACGGGGATAACGACTGTATGA
CGTGAAACCGGGCAGAGTATTGACTTCG

vanB

GATGATTTGATTGTCGGCGAAGTGGATCAAATCCGGTTGAGCCACGGTATCTTCCGCATC
CATCAGGAAAACGAGCCGGAAAAAGGCTCAGAGAATGC

vanRA

TGCTGAAATATTCGTCGCCCCATATCTCATGAAATAGCAGCTCGGAGCTAACCACATTCC
CCTTGTTTTCACAGAGGATTCGCAGTATTGAAAAC
TCGGTGGGAGTAAGGGATAACTGCTT

vanSA

TATTCTATGTCGCGTCATGCTTTCAAAATTCGCAAAATACTTTGACGAGATAAATACCGG
CATTGATGTACTTATTCAGAACGAAGATAAACAAA
TTGAGCTTTCTGCGGAAATGGATGIT

sull

ATGGTGACGGTGTTCGGCATTCTGAATCTCACCGAGGACTCCTTCTTCGATGAGAGCCGG
CGGCTAGACCCCGCCGGCGCTGTCACCGCG
GCGATCGAAATGCTGCGAGTCGGATCAGACGTCGTGGATGTCGGACCGGCCGCCAGCCA
TCCGGACGCGAGGCCTGTATCGCCG

sul2

ATGAATAAATCGCTCATCATTTTCGGCATCGTCAACATAACCTCGGACAGTTTCTCCGAT
GGAGGCCGGTATCTGGCGCCAGACGCAGCC
ATTGCGCAGGCGCGTAAGCTGATGGCCGAGGGGGCAGATGTGATCGACCTCGGTCCGGC
ATCCAGCAATCCCGACGCCGCGCCTGTTT
CGTCCGACACAGAAATCGCGCGTATCGCGCCGGTGCTGGACGCGCTCAAGGCAGATGGC
ATTCCCGTCTCGCTCGACAGTTATCAACCC
GCGACGCAAGCCTATGCCTITGTCGCGTGGTGTGGCCTATCTCAATGATATTCGCGGTTTTC
CAGACGCTGCGTTCTATCCGCAATTGGCGAAA

gqnrB

TTAACCCATGACAGCGATACCAAGACGTTCCAGGAGCAACGATGCCTGGTAGCTGTCCA
GTTTGACGCCTTGCAAATCAACCCCGC

mcr-1

ATGGCACGGTCTATGATACGACCATGCTCCAAAATGCCCTACAGACCGACCAAGCCGAG
ACCAAGGATCTATTAAACGCAGCGTTTATCA
TGCGTATCATTGGTTTGGGTGTGCTACCAAGTTTGCTTGTGGCTTTITGTTAAGGTGGATTAT
CCG

1526

TTACATTITCAAAAACTCTGCTTACCAGGCGCATTTCGCCCAGGGGATCACCATAATAAAA
TGCTGAGGCCTGGCCITTGCGTAGTG
CACGCATCACCTCAATACCTTTGATGGTGGCGTAAGCCGTCTTCATGGATTTAAATCCCA
GCGTGGCGCCGATTATCCGTTTCAGT

TTGCCATGATCGCATTCAATCACGTTGTTC

tnpA

TTTATCGTGCAATTGATGCGGACGGCTTAACCTTAGATATCTGGTTACGAAAGAAATGGG
ATACGCAAGCAGCCTATGCTTTCITAA
AACGACTCCATAAACAGTTTGGTGAGCCGAAAGCA

intl-A

ATGAAAACCGCCACTGCGCCGTTACCACCGCTGCGTTCGGTCAAGGTTCTGGACCAGTTG
CGTGAGCGCATACGCTACTTGCATT
ACAGCTTACGAACCGAACAGGCTTATGTCCACTGGGTTCGTGCCTTCATCCGTTTCCACG
GTGTGCGTCACCCGGCAACCTTGGGCAGCAG




