Table S1. List of primary antibodies

Antibodies Supplier Identifier
Collagen type | SouthernBiotech 1310-01
a-SMA Sigma-Aldrich A5228
GLSI1 Abcam Ab93434
SHMT2 Cell Signaling 33443
P5SCS Thermo Fisher Scientific PAS5-52546
4-HNE R&D Systems MAB3249
GAPDH Calbiochem CB1001

Table S2. List of primers and probes
Tagman primers and probes
Gene Sense (5'-3") Antisense (5'-3") Probe (5'-3")
Collal | TGGTGAACGTGGT | CAGTATCACCCTTGG | TCCTGCTGGTCCCCGA
(rat) GTACAAGGT CACCAT GGAAACA
Acta?2 GCCAGTCGCCATC | CACACCAGAGCTGT | CTTCACACATAGCTGG
(rat) AGGAAC GCTGTCTT AGCAGCTTCTCGA
Mmp9 CCCTCTGCATGAA | GGAGGTGCAGTGGG | TCCAGCATCTGTATGG
(rat) GACGACAT ACACA TCGTGGCTCTAAAC
36B4 GCTTCATTGTGGG | CATGGTGTTCTTGCC | TCCAAGCAGATGCAGC
(rat) AGCAGACA CATCAG AGATCCGC
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Figure S1. Expression patterns of key ferroptosis regulators across HSC subpopulations. A single-

cell RNA-sequencing dataset (GSE171904) was analyzed to examine the expression of ferroptosis-

related genes in murine HSC clusters from mice treated with a vehicle control (Oil), carbon
tetrachloride (CCl4), or subjected to bile duct ligation (BDL). (A) Violin plots showing the
distribution of expression levels for key ferroptosis suppressor genes across HSC clusters. Statistical

significance of differential expression between cluster O and other clusters is indicated above each

comparison. (B) Dot plot visualizing the expression of ferroptosis regulator genes across HSC

clusters. The dot size corresponds to the percentage of cells in the cluster expressing the gene, and

the color intensity reflects the average expression level. *p < 0.05, **p < 0.01, *** p <0.001, ****

p <0.0001.




