Table S1. Liner equation and the profile of oxylipins in Yangtze sturgeon fed n-3 highly unsaturated fatty acids diets

(nM/L; n=3, mean vaule)

Dietary inclusion of n-3 highly unsaturated fatty acid

Index Class Equation r level (% of diet) LLOQ ULOQ
0.50% 1.00% 1.50% 2.00% 2.40%

11-HEDE - y=0.01178 x - 3.11630e-4 0.99800 12.6 4.97 4.66 7.98 6.39 0.2 400
15-HEDE - y=0.01381 x - 0.00128 0.99393 103.20 14.52 8.91 38.25 50.80 0.2 400
13-HOTrE ALA y=10.00719 x - 2.57666¢-4 0.99549 254.98 20.94 18.39 174.77 273.24 0.2 400
9(S)-HpOTrE ALA y =0.00999 x - 0.00168 0.99558 47.21 25.23 26.46 43.80 18.51 0.2 400
9-Ox00TrE ALA y=0.01012 x + 0.00341 0.99357 2.13 1.24 1.76 1.83 1.09 0.2 400
a-LA ALA y=0.12160 x + 0.01238 0.99821 9505.94  10059.31 10259.05  9321.25 5866.88 40 40000
20-hydroxyPGF2a ARA y =0.00998 x + 6.42569¢-4 0.99960 1.92 4.62 1.83 1.74 4.64 1 400
6keto-PGF1la ARA y=0.01206 x + 6.38911e-4 0.99705 5.11 5.83 5.35 4.78 7.02 0.2 400
5-isoPGF2VI ARA y=0.62607 x + 0.01282 0.99790 0.77 0.42 0.36 0.09 0.61 0.2 400
11B-PGF2a ARA y=0.51412 x+0.01338 0.99916 0.75 0.39 0.34 0.08 0.59 1 400
8-i1s0-PGF2a. ARA y =0.46647 x + 0.00998 0.99791 85.72 44.48 37.58 12.70 67.26 10 400
PGE2 ARA y =0.02384 x + 0.00123 0.99144 9.15 5.37 4.54 3.21 6.19 0.2 400
11B8-PGE2 ARA y =0.02953 x + 9.09588e-4 0.99867 7.15 4.49 3.82 2.67 3.83 0.4 400
15-keto-PGF2a ARA y =0.04604 x + 0.00166 0.99920 1.87 1.31 1.03 0.73 1.18 4 400
PGA2 ARA y =10.00636 x + 0.00117 0.99745 28.51 16.10 13.01 6.50 7.66 0.4 400
tetranor-12(S)-HETE ARA y=0.01895 x + 3.40177¢-4 0.99940 0.14 0.20 0.12 0.18 0.11 0.2 400
14(15)-DiHET ARA y =0.09944 x + 0.00688 0.99959 19.31 18.18 13.55 26.24 8.32 0.2 400

12-HHT ARA y=10.00272 x - 1.70150e-4 0.99553 0.77 2.40 0.59 0.65 0.79 0.4 400
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19(20)-DiHDPE(A)
13(14)-DiHDPE(A)
7(8)-DiHDPE(A)
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y = 0.00807 x + 4.98010e-4
y = 0.06455 x + 0.00182
y=0.02011 x + 5.93627¢-4
y = 0.04026 x + 2.10443¢-4
y =0.13276 x - 0.00232
y=0.01744 x - 0.00115
y = 0.04247 x - 0.00330
y = 0.10069 X + 5.49150e-4
y =0.04401 x + 7.91509¢-5
y=0.05313 x + 1.34606e-4
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17(18)-EpETE
14(15)-EpETE
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9,10-DIHOME
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9-HODE
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LA

5-HETtE

EPA
EPA
EPA
EPA
EPA
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y=0.01283 x + 2.23645¢-4
y=0.01093 x +2.45261e-4
y =0.00755 x - 7.12118e-4
y=0.07717 x + 0.00362
y=0.35775x+0.01154
y =1.23316 x + 0.03901
y =0.04598 x + 0.00277
y =0.00822 x + 7.59501e-5
y=0.01195 x + 7.33715e-4
y=0.03332 x + 0.00106
y =0.05979 x + 0.00289
y =0.07663 x + 0.00834
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y =0.10290 x + 0.00794
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Table S2. Classification of 62 oxylipins in Yangtze sturgeon fed n-3 highly

unsaturated fatty acids diets

Index Sub class
8-1s0-PGF2a 1
PGA2 1
5-isoPGF2VI 1
PGE2 1
11B-PGF2a 1
11B-PGE2 1

15-keto-PGF2a
9(S),10(S),13(S)-TriHOME
9(S)-HpOTrE
8,9-EET

5,6-EET
5,6-DIHETTE
14,15-EET
14(15)-DiHET
11,12-EET
11(12)-DiHET
12(13)-DiHOME
12,13-EpOME
trans-EKODE-(E)-Ib
9,10-EpOME
9,10-DiHOME
7(8)-DiHDPE(A)
7,8-EpDPE
13(14)-DiHDPE(A)
19(20)-EpDPE(A)
16(17)-EpDPE
19(20)-DiHDPE(A)
17-HETE
5,6-DIHETE
17(18)-EpETE
18-HETE
17(18)-DiHETE
14(15)-EpETE
8(9)-DIHETE
14(15)-DIiHETE
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11-deoxyPGEl
5-HETrE
12-HHT
10-HDHA
4-HDHA
7-HDHA
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v-LA

O© O O O OV LV LV LV X PV OV X N NN NN NN NN

e e e e e
S O o o o O




