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Figure S1. NR species annotation distribution. According to the NR annotation results, the proportion of
different species on the annotation was counted, and the species distribution map was drawn. Different

species are displayed in different colors.
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Figure S2. Differential gene GO classification. Gene Ontology is divided into three functional classes:
molecular function, cellular component, and biological process. Functional classification was performed
according to the differential gene test results. There are various levels of subcategories under each

category.
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Figure S3. signaling peptides of A.NbSOD, NbPOD, NbCAT, and NbGPX. None of the four genes were

SignalP-4.1 prediction (euk networks): NbSOD

C-score
S-score
Y-score

L

T

MLALRSVANLS KALARGKAT LPDL PYDYNAL EPV I CAE | MOLHHS KHHNAYVT NYNVAS EKLQEAVS KG!

0 10 20 30 40 50 60 70
Position

SignalP-4.1 prediction (euk networks): NbCAT

C-score
S-score
Y-score

RN

MASRDKCT DG KEYAAC PAN EKGVOLT T GT GCPVGDKLN |QT AGKRGPAL LODNV F 1DE IAHFDRER | P

0 10 20 30 40 50 60 70

Position

found to contain signaling peptides.

Score

Score

10

08

0.6

0.4

0.2

0.0

10

08

0.6

04

0.2

0.

=}

SignalP-4.1 prediction (euk networks): NbPOD
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SignalP-4.1 prediction (euk networks): NbGPX
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