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 R-HSA-9658195: Leishmania infection
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 WP5115: Network map of SARS-CoV-2 signaling pathway
 R-HSA-6798695: Neutrophil degranulation
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 WP2806: Complement system
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 GO:0030099: myeloid cell differentiation
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 hsa04064: NF-kappa B signaling pathway
 GO:0031663: lipopolysaccharide-mediated signaling pathway
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 hsa05340: Primary immunodeficiency
 GO:1901222: regulation of NIK/NF-kappaB signaling
 hsa04613: Neutrophil extracellular trap formation
 WP4197: Immune response to tuberculosis
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 hsa04623: Cytosolic DNA-sensing pathway
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 GO:0002220: innate immune response activating cell surface receptor signaling pathway
 hsa04650: Natural killer cell mediated cytotoxicity
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 GO:0031341: regulation of cell killing
 R-HSA-388841: Costimulation by the CD28 family
 WP3937: Microglia pathogen phagocytosis pathway
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 GO:0042113: B cell activation
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 GO:0050727: regulation of inflammatory response
 GO:0050853: B cell receptor signaling pathway
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 R-HSA-1169410: Antiviral mechanism by IFN-stimulated genes
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 WP619: Type II interferon signaling
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 WP5088: Prostaglandin signaling
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 M124: PID CXCR4 PATHWAY
 GO:0006959: humoral immune response
 GO:0051345: positive regulation of hydrolase activity
 GO:0032675: regulation of interleukin-6 production
 WP3945: TYROBP causal network in microglia
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 R-HSA-109582: Hemostasis
 R-HSA-1280215: Cytokine Signaling in Immune system
 GO:0006954: inflammatory response
 GO:0048871: multicellular organismal homeostasis
 GO:0098609: cell-cell adhesion
 WP5087: Malignant pleural mesothelioma
 GO:0097435: supramolecular fiber organization
 GO:0008544: epidermis development
 GO:0098773: skin epidermis development
 GO:0048598: embryonic morphogenesis
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