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Figure S1.Gating strategy to assess surface markers from Whole blood of SLE patients and healthy controls.
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Figure S2a
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Figure S2a. Percentage of CD8+ T cells in PBMC of SLE patients. Figure S2b. percentage of purity of CD8+ T cells after

isolation.
Figure S2c. Gating strategy to determine naive, effector and memory compartments of CD8+ T cells.
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a3 0z
19° J0 054
10t
o
i
' 3
_I 0 g
—-_ o By
; 5
T T T
|ﬂa o |[I3 \04 |El5
IFN-y
250k
3 w5 :‘;7
200 5 (]
CDB T cells I Single Cells 5
451 I 150K = a
_> U =
wn L
s 1ok S
-
sk
v sk 100K 180K v 0K 200k 00k T g
FSC-A FSC-A FSC-A 8

Figure S3. Gating strategy to determine transcription factor and cytokines staining from CD8+ cells of SLE Patients and healthy controls.
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Figure S4. Gating strategy to determine transcription factors from both SLE and healthy controls from PBMCS.



Figure S5
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Figure S5. Gating strategy to determine cytotoxic and inflammatory cytokines from both SLE and healthy controls from PBMCS.
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Figure S6a
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Figure S6a. Gating strategy to determine cellular ROS in CD8+ T cells of both SLE patients and healthy controls.
Figure S6b. Gating strategy to determine mitochondrial hyperpolarization in CD8+ T cells of SLE patients and healthy controls.
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Figure S7. Gating strategy to determine phospho -STAT proteins from CD8+ T cells of SLE patients and healthy controls.
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Figure S8 . Gating strategy to determine phospho mTOR proteins from CD8+ T cells of SLE patients .
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Figure S9. Gating strategy to determine Cytotoxic and inflammatory molecules from Tcl and Tc21 Cells.



