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1. In Silico Determination of Drug-Likeness of hBNs 1-9

Drug discovery is highly guided in the early steps by drug-likeness. Molecular
weight, hydrophobicity and polarity, reveals they preferentially occupy a
relatively narrow range of possible values. According to this concept, all the
compounds that fall within this range are described as “druglike”. Of course this
term does not define any obvious structural similarity to an approved drug.
Druglikeness describe the impact of physicochemical properties in the molecular
behavior in vivo.

Thus, we used the online software versions of Molinspiration software
version 2016.10 (www.molinspiration.com) [20] in order to obtain the chemical
structures and simplified molecular-input line-entry system (SMILES)
notations of the synthesized nitrones. According to Lipinski’s rule, the
poor absorption or permeation is related to the presence of more than 5 H-
bond donors and 10 H-bond acceptors. Furthermore, values of the molecular
weight (MW) > 500 and calculated log P value > 5 lead to poor absorption/
permeability. We noticed that all Nitrones presented low lipophilicity
values and MWs (Table 2). The bioavailability of bioactive molecules is
characterized by their TPSA. This descriptor is highly correlated with the
hydrogen bonding properties of a molecule. The TPSA values were
observed in the range of 28.75-57.51 A2. These values were lower the limit of
160 A2 underlying a good oral bioavailability. The upper limit for the TPSA for
a molecule to penetrate the brain is around 90 A2. Thus, all these molecules are
able to penetrate the brain (Table S1).

Table S1. In silico calculated physicochemical properties of the
synthesized molecules, using the Molinspiration platform.

Nitrone miLogP> TPSAP Natoms¢ MWwd nONe nOHNHf Nviols rotbh MVi

PBN 1.39 28.75 13 177.25 2 0 0 2 182.00
HBNG6 1.46 57.51 24 316.36 4 0 0 4 290.39
hBN1 -0.34 57.51 17 234.30 4 0 0 3 230.33
hBN2 -0.04 57.51 19 254.29 4 0 0 3 235.55
hBN3 1.15 57.51 22 296.37 4 0 0 4 285.17
hBN4 -0.34 57.51 17 234.30 4 0 0 3 230.33
hBN5 -0.06 57.51 19 254.29 4 0 0 3 235.55
hBN6 1.15 57.51 22 296.37 4 0 0 4 285.17
hBN?7 -0.39 57.51 17 234.30 4 0 0 3 230.33
hBNS8 -0.09 57.51 19 254.29 4 0 0 3 235.55
hBN9Y 1.15 57.51 22 296.37 4 0 0 4 285.17

aLipophilicity; ® Topological Polar Surface Area; “Number of atoms; “Molecular Weight;
¢Number of oxygen and nitrogen atoms; INumber of OH and NH groups; sNumber of
violations; "INumber of rotatable bonds; !Molecular Volume.
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2. Spectra of hBNs 1-9
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Qualitative Compound Report

Data File 1680_DDI-30_01.d Sample Name DDI-30
Sample Type Sample Position Wial 2
Instrument Name Irstrument 1 User Name
Acqg Method ESI_ACM_75_pos_new.m Acquired Time  8/2/2022 11:26:36 AM (UTC+02:00)
IRM Calibration Status E== oa Method Defecto_modificado.m
Comment
Sample Group Info.
User MIREIA TOLEDANC Stream Mame LC1
Acquisition Time 8/2/2022 11:26:36 AM hcquisition SW 6200 series TOF/'6500 series
(Local) (UTC+02:00) Version 0-TOF B.0S.00 (B805A.3
&P1)
QTOF Driver Version 8.00.00 QTOF Firmware 2712
Version
Tune Mass Range 1700
Max.
Compound Table
Oif Alts
Compound Label RT Mass Abund Formula Tgt Mass | (ppm) | (DB)
Cpd 1: C13HIB M2 O2;]  0.263 234.13689 147103 C13 H18 N2 O2 234.1368| 0.52] 1
0263
Compound Label myz RT Algorithm Mass
Cpd 1: C13 H18 N2 02, [235.143% 0.263 |Find by Formula 234.1369
0.263
M5 Zoomed Specirum
x10 5 Cpd 10 C13 H18 N2 O2; 0.263: + FBF Specirurm (1) 0,213-0.346 min) 1680_D01-30_01.d Sublract
15 235.1428
(IC1AH1BNZO2]+H)+
1.25
1
0.75
0.5
0.25

0

226 228 230 23z 234 236 238 240
Counts vs. Mass-to-Charge {miz)

MS Spectrum Peak List

242 244

miE z |Abund Formula Ton
235.1439) 1 147103.09|C13H1EN202 (M+H)+
236.1492] 1 24292 84| C13H18N202 (M+H)+
M5 Zoomed Spectrum
£1- Agilent Technologies Page 1 of 2 Printed at: 12:22 PM on:8/2/2022
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Qualitative Compound Report
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M5 Spectrum Peak List

Cpd 1, C13H18 N2 OZ; 0.263; +ES| Scan (1 0.213-0,346 min, 8 scans) Frag=150.0v 1680_DD|-

235 1438
([C13H1BNZO2]+H)+

226 228 230 232 234 236 238 240 242 244
Counts vs. Mass-to-Charge {mfz)

myE Cale myz Diff{ppm}) z hbund Formula Ion
235.1439 235.1441 -0.81] 1 147103.09|C13H18N202 (M+H)+
236.1492 236.1472 8.49] 1 24292.84|C13H18N202 (M+H])+
=== End Of Report --
i1 Agilen Technologies Page 2 of 2 Printed at: 12:22 PM on:8/2/2022

HRMS spectrum of hBN1
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hBN2
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Qualitative Compound Report

Data File 1679_D0OI-29_01.d Sample Name DDI-29
Sample Type Sample Position Wial 1
Instrument Name Instrument 1 User Name
hog Method ESI_ACM_75_pos_new.m Acquired Time  8/2/2022 11:19:22 AM (UTC+02:00)
IRM Calibration Status EE== i Method Defecto_modificado.m
Comment
Sample Group Infio.
User MIRELA TOLEDANO Stream Name LIC1
Acquisition Time Br2/2022 11:19:22 AM Acguisition SW 6200 series TOF/6500 series
{Local)y (UTC+02:00) Version Q-TOF B.08.00 (EB058.3
5Pl
QTOF Driver Version 8.00.00 QTOF Firmware 2712
Version
Tune Mass Range 1700
Max.
Compound Table
GiiT Hits
Compound Label RT Mass Abund Formula Tgt Mass | (ppm} | (DB)
Cpd 1: C16 H16 M2 02;] 0.262 268.1205 9107147 16 H16 N2 02 268.1212] -2.53 1
0.262
Compound Label myz RT Algorithm Mass
Cpd 1: C16 H16 N2 ©2; | 269.1278 0.262 |Find by Formula 268.1208
0.262
M5 Zoomed Spectrum
x107 Cpd 1: C16 H16 N2 02, 0.262: + FBF Spectrum (rt; 0,213, 0.329.0.445 min) 1675%_DDI-29 01.d 5.
1 2691278
{[C1BH1GH202)+H)+
0.8
0.6
2911095
0.4 (C1BH1GNZO2]+Na)+
0.2
0 5 |
265 270 275 280 285 260 2485 300

Counts vs. Mass-to-Charge (miz)

MS Spectrum Peak List

myz z |abund Formula Ion
269.1278] 1 9107147|C16H16N202 (M+H)+
270.1308] 1 1747572.13|C16H16N202 (M+H)+
271.1345)0 1 195805.73| C16H16N202 (M+H)4+
272.1382] 1 19255.26)C16H16N202 (M+H )+
291.1065) 1 3674424.5| C16H16N202 (M4 Ma)+
2092.114] 1 637951.5]C16H16N202 (M4 Ma)+
293.1171) 1 J8129.25)C16H16N202 (M +Ma)+

i Agilent Technologies Page 1of 2 Printed at: 12:06 PM on:8/2/2022



Qualitative Compound Report

[ 294a231] 1 ] 4466 18] c1eH16N202 [imana)e |
MS Zoomed Spectrum
w10 7 |Cpd 1: C16 H16 N2 02; 0.262: +ES| Scan (n: 0.213, 0.328-0.445 min, 9 scans) Frag=150.0Y 167..
1 2601278
(IC16HTEM202]+H)
0.8
0.6
291.1085
0. ([C1BH16M202]+Ma)+
0.2
i |
265 270 275 2B0 285 250 285 300

MS Spectrum Peak List

Counts va. Masa-to-Charge {miz)

myYE Cale myz Diff{ppm z JAbund Formula Lon
268.1278 269.1285) -2.53] 1 9107147 |C16H16M202 (M+H)+
270.1308 270.1316) -2.91) 1 1797572.13|C16H16M202 (M&H)+
271.1345 271.1343 0.76] 1 199805.73]C16H16M202 (M&H)+
2721392 272.1369) 8.52] 1 19255 26]|C16H16MN202 (M+H)+
2911085 2011104 -3.19] 1 3674424.5|C16H16M202 (M2Ma)+
202.114 292.1135) 1.72] 1 637951 5]C16H16N202 (M&Ma)+
293.1171 293.1162| 3.03] 1 78129.25|C16H16N202 (M+Ma)+
294.1231 204.1188) 14.41] 1 4466.18]C16H16N202 (M2Ma)+

--- End Of Repaort -
Agilent Technologies Page 2 of 2 Printed at: 12:06 PM on:8/2/2022

HRMS spectrum of hBN2
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hBN3
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Qualitative Compound Report

Data File 1681_DDI-23_01.d Sample Name DDI-23
Sample Type Sampile Position Vial 3
Instrument Name Instrument 1 User Name
Acg Method ESI_ACM_75_pos_newm  Acquired Time  8/2/2022 11:33:53 AM (UTC402-00)
IRM Calibration Status EE=== oA Method Defecto_modificado.m
Comment
Sample Group Info.
User MIRETA TOLEDANG Stream Mame Lc1
Acquisition Time 8/2/2022 11:33:53 AM Acquisition SW 6200 series TOF/6500 series
(Local) (UTC+02:00) Version Q-TOF B.08.00 (BBO58.3
P1)
QTOF Driver Version 8.00.00 QTOF Firmware 2712
Version
Tune Mass Range 1700
Max.
Compound Table
TiiT Hits
Compound Label RT Mass Abund Formula Tgt Mass | (ppm) | (DB}
Cpd 1: C19 H22 M2 O2;]  0.276) 310.168 11299559 C18 H22 N2 O2 310.1681 -0.29] 1
0.276
Compound Label myz RT Algorithm Mass
Cpd 1: C19 H22 N2 02;  311.1754 0.276 |Find by Formula 310.168
0.276
M5 Zoomed Specirum
x107 Cpd 1: C18 H22 N2 02, 0.276: + FBF Spectrum (it 0,210-0 408 min) 1681_DDI-23_01.d Sublract
12 31,1754
i ([C19H22N202]+H)+
1
0.8
0.6
0.4
02
U L
a2 304 ans elif:d 3 a2 34 316 318 320 3z
Counts vs. Mass-to-Charge {m/fz)
M5 Spectrum Peak List
myzr z |Abund Formula Ton
311.1754) 1 11299569 C19H22N202 (M+H)+
J121782] 1 2675737|C19H22N202 (M+H)+
313.1823) 1 32683431 | C19H2INIO2 (M+H]+
314.1853] 1 2TTA1.73|CISHIINA02 (M+H)+
M5 Zoomed Specrum
Agilent Technologies Page 1 of 2 Printed at: 12:17 PM on:8/2/2022
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Qualitative Compound Report

<10 7 [Gpd 10 G153 H22 N2 02, 0.276: +ES| Scan (- 0.210-00409 min. 13 scans) Frag=150.0v 1681_DDI

12 311.1754
: ([C1aHZZN202]+H)+

0.8
0.6
04
0.2
0 - : - : : — - - :
302 304 308 308 310 ;2 34 aE kAL 320 322
Counts vs. Mass-to-Charge {miz)

MS Spectrum Peak List

myr Cale m/z Diff{ ppm } z JAbund Formula Ton
311.1754 311.1754] -0.16] 1 11209569]C19H22M202 [M-H)+
312.1782 3121785/ -1.26] 1 2675737IC19H22N202 [M-H)+
313.1823 313.1814 271 1 326884.31|C19H22M202 [M-H)+
314.1853 3141841 37 1 27781.73|C19H22N202 [M-H)+
=== End Of Report —-
3 Agilent Technologies Page 2 of 2 Printed at: 12:17 PM on:8/2/2022

HRMS spectrum of hBN3
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hBN4

PerkinElmer Spectrum Version 10.4.4
miércoles, 19 de enero de 2022 13:44

Analista investigador
Fecha miércoles, 19 de enero de 2022 13:44

551
504
45/
40
351

304

%T

25

20

154

1

500 370

=1 T T T T L T
4000 3500 3000 2500 2000 1500
cm-1

IR spectrum of hBN4

515



4000

3500

3000

2500

2000

1500

1000

500

Y ] il )
f Ty [Ne T s
8 28 233 8 &
3 S8 533 - <
910 815 810 715 710 35 610 515 510 a5 410 210 115 0 015 010
f1 (ppm)

7111

54.52

2830

13C NMR spectrum of hBN4

7500
77000
6500
76000
5500
75000
4500
74000
73500
73000
72500
72000
71500

1000

516



Qualitative Compound Report

Data File 14666_DDI_106_01.d Sample Name DDI_106
Sample Type Sampla Position Wial 5
Instrument Name Instrument 1 User Name
Acg Method ESI_ACN_75_pos.m IRM Calibration Status _
DA Method Defecto_modifimdo_CS5.m Comment
Com nd Table
P T |
Compound Label RT Mass Abund Formula Tgt Mass | (ppm)
Cpd 1: C13 H1E N2 02 0.971 234.1373] 167579 C13 H18 N2 02 234135683 203
Compound Label RT Algorithm Mass
Cpd 1: C13 H18 N2 02 0.971 |Find By Formula 234,1373
ME Zoomed Spedrum
w10 5 |Cpd 1: C13H18 N2 O2: +ES| Scan (0.971 min) Frag=150.0v 14666_DDI_106_01.d
23514460
1.5 (M+H}+
1.25
1
257 12621
0.75 (M+Na)+
0.5
0.25
0 L

298 230 232 234 236 238 240 242 244 245 248 250 252 254 256 258 260 262 264 266
Counts vs. Mass-lo-Charge {m/2)

MS Spectrum Peak List

iz Calc mjz__|Diff{ppm] z JAbund JFormula Ton

235.002449 1961

235.1446 235.1441 209 1675791C13 H19 N2 02 M+ H)+
235.22777 Bh24
235.28619 7939
235.3371 2606
235.47971 1685
236.14793 236.1472 3.07 31550013 H19 N2 02 (M+H)+
237.14%89 237.14974 0.64 3123]C13 H19 N2 02 {M-+H)+
257.12621 257.12605 0.61] 1 655851C13 H1B M2 Na 02 (M+Na)+
258.12806 258.12914 -4.19] 1 10103JC13 H1E N2 Na 02 {M+Ha)+

== End Of Report -

Agilent Technologies

HRMS spectrum of hBN4

Page 1 of 1

Printed at: 12:44 on:10/5/2020
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hBNS

PerkinElmer Spectrum Versién 10.4.4
lunes, 14 de diciembre de 2020 16:48
Analista investigador

Fecha lunes, 14 de diciembre de 2020 16:48
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Qualitative Compound Report

Data File 13964 _DDI 91 01.d Sample Name DDI_91
Sample Type Sample Position ial 31
Instrument Name Instrument 1 User Mame
Acg Method ESI_ACM_75_pos.m IRM Calibration Status Some Ions Missed
DA Method Defecto_modificado_C5.m Comment
Compound Table
ot it |
Compound Label RT Mass Abund Formula Tgt Mass | (ppm)
Cpd 1: Cl6 HI6 N2 02] 0471 26B.12191] 1B4475 Clé Hia N2 O2 268.12118 FRE
Compound Label RT Algorithm Mass
Cpd 1: C16 H16 N2 02 0.471 | Find By Formula 268.12191
MS Zoomed Spectrum
+105|Cpd 1: €16 H16 N2 02: +ESI Scan (0.466-0.476 min, 5 scans) Frag=150.0V 13964_DDI_81_01.d
269.12921
1 ?5" cM*‘H}"‘
1.54
1.251
14 291.11088
(M+Na)+
0.754
0.5
0.254
0 L

362 264 266 268 270 272 274 276 278 780 282 784 286 288 290 292 294 296 298 300
Counts vs. Mass-to-Charge (m/z)
MS Spectrum Peak List

myz Lalc m/z Tt ppm z JAbund JFormula Ion
269.12921]  269.12845 2.79 18447516 HI7 N2 02 (M+H)+
26920896 3631
269.25849 1578
260.27979 5439
270.13237]  270.13159 2.9 J1803JC16 HI? N2 02 (M+H)+
270.1846 1634
271.13429 271.1343 -0.02 333|C16 HIT N2 02 (M+H)+
201.11088 291.1104] 164] 1 FTFRAYC16 HIE N2 Na 02 (M+Na)y+
292.11398]  292.11353 152 1 12968)C16 HI6 N2 Na 02 (M+Na)+
293.11615]  293.11624 -0.31) 1 1619)C16 HIG N2 Na 02 (M+Na)+
== End Of Report -
Agilent Technologies Page 1 of 1 Printed at: 14:17 on:1/24/2020

HRMS spectrum of hBNS
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hBN6

PerkinElmer Spectrum Versién 10.4.4
lunes, 14 de diciembre de 2020 17:18
Analista investigador
Fecha lunes, 14 de diciembre de 2020 17:18
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Qualitative Compound Report

Data File 13965_DDI_92 01.d Sample Name DDI_92
Sample Type Sample Position ial 32
Instrument Name Instrument 1 User Mame
Acq Method ESI_ACM_75_pos.m IRM Calibration Status Some lons Missed
DA Method Defecto_modificado_C5.m Comment
Compound Table
P it |
Compound Label RT Mass Abund Formula Tgt Mass | (ppm)
Cpd 1: C19H22 N2 02]  0.799]  310.16899] 95067 C19 H22 N2 02 310.16813 277
Compound Label RT Algorithm Mass
Cpd 1: C19 H22 N2 D2 0.799 |Find By Formula 310.168%9
MS Zoomed Spedimum
w10 4 |Cpd 1: C19 H22 N2 02: +ESI Scan (0.797-0.799 min, 2 scans) Frag=150.0v 13965_DDI_52_01.d
.67
(M+H)+
8
i
4 33315800
(M+Ma)+
2
1] i l

304 306 308 310 312 314 316 318 320 322 324 326 328 330 332 334 336 338 340 342
Counts vs. Mass-to-Charge (m/z)

MS Spectrum Peak List

myr Lale m/z Giff{ ppm z JAbund |Formula Ion
31117627 311.1754 278 Q50E7)C19 H23 N2 02 {M+H)+
311.24583 e
311.29871 1013
311.33784 3474
311.41279 1345
31217966 31217658 3.43 18892019 H23 N2 02 (M+H)+
312.2375 1194
313.18109 313.18143 -1.09 2374|019 H23 N2 02 (M+H)+
333.158 333.15735| 1.94] 1 31477|C19 H22 N2 Na 02 (M+Na)+
334.16054 334.16053 0.04] 1 S4471C10 H2Z N2 Ma 02 (M+Ha)+
--- End Of Report —-
Agilent Technologies Page 1of 1 Printed at: 14:16 nn:lfz‘l,n'ZDZD
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hBN7

Analista investigador
Fecha miércoles, 19 de enero de 2022 17:52
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'H NMR spectrum of hBN7
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Qualitative Compound Report

Data File 14669_DODI_109_01.d Sample Name DDI_109
Sample Type Sample Position Vial 8
Instrument Name Instrument 1 User Name
Acq Method ESI_ACN_75_pos.m IRM Calibration Status _
DA Method Defecto_modificado_C5.m Comment
Compound Table
o =115
Compound Label RT Mass Abund Formula Tgt Mass | (ppm)
Cpd 1: C13 H1B N2 02 1.533] 23413682 134788 C13 H18 N2 02 23413583 =002
Compound Label RT Algorithm Mass
Cpd 1: C13 H18 N2 02 1.533 | Find By Formula 234,13682
MS Zoomed Spectrum
«10 5| Cpd 1: C13 H18 N2 O2: +ESI Scan (1.533 min) Frag=150.0v 14669_DDI_109_01.d
] 23514410
1.24 (M+H+
14
0.84
0.64
0.44
257 12525
0.24 M+Na)+
23214548 { I )
0 1

228 230 232 234 236 238 240 242 244 246 248 250 252 254 256 258 260 262 264 266
Counts vs. Mass-to-Charge (miz)

MS Spectrum Peak List

3 Calc myz__|OIT ppm) z JAbund |JFormula Ton
232.14548 5356
234 505 3211
235.1441 2351441 -{.02 134788|C13 H19 N2 02 (M+H)+
23522723 4331
23528574 6391
235.3409 1881
236.14735 2361472 .65 226431013 H19 N2 02 (M+H)+
237.1508 237.14574) 4.5 2500JC13 H19 N2 02 (M+H)+
25712525 257.12605] =314 1 13216]C13 H1B M2 Na 0 (M+Na)+
258.13029 258.12014) 4,450 1 2032JC13 H1B N2 Na 02 (M+Na)+
=== End OF Report —-
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hBN8

Analista investigador
Fecha miércoles, 19 de enero de 2022 17:28
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Qualitative Compound Report

Data File 14668_DDI_108_01.d Sample Name bDI_108
Sample Type Sample Position Wial 7
Instrument Name Instrument 1 User Name
Acq Method ESI_ACM_75_pos.m IRM Calibration Status _
DA Method Defecto_modifiado_C5.m Comment
Compound Table
Compound Label RT Mass Abund Formula Tgt Mass | (ppm)
Cpd 1: C16 H16 N2 02 1007 268.12174] 164455 Cl6 H16 N2 02 268.12118 2.1
Compound Label RT Algorithm Mass
Cpd 1: C16 H16 N2 02 1.007 | Find By Formula 268.12174

M5 Zoomed Spectrom

w10 5 |Cpd 1: C16 H16 N2 O2: +ESI Scan (1.007 min) Frag=150.0V 14668_DDI_108_01.d

16
1.4
1.2

1
0.8
0.6
0.4
0.2

0

266.12899

269.12902
(MH)+

&

291.110%8
{M+Na)+

262 264 266 268 270 272 274 276 278 280 282 284 286 288 290 292 294 295 298 300

MS Spectrum Peak List

Counts vs. Mass-to-Charge (m/z)

Mz Calc myz___ | ppm) z JAbund Jrormula Ton
266.12899 2071
2649.1.2902 269.12B45] 2.08 164456]C16 HI7 N2 02 (M4 H]+
269.21974 6127
269, 28054 B007
269.33557 2319
269.47521 1741
270.13211 270.13159) 1.9 30356]C16 H17 N2 02 [M+ H)+
271.13552 2711343 4.49 332EJC16 HIT N2 02 M+ H)+
291.11048 2911104 201 1 J2081JC16 H16 M2 Na 02 (M4 Na)+
292.11424 29211353 2.42] 1 4731016 H16 N2 Na 02 (M+Ha)+
=== End Of Report -
Agilent Technologies Page 1of 1 Printed at: 12:55 on:10/5/2020
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hBN9

PerkinElmer Spectrum Versién 10.4.4
miércoles, 19 de enero de 2022 14:11

Analista investigador
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Qualitative Compound Report

Data File 14667 _DDI_107_01.d Sample Name DOI_107
Sample Type Sample Position Wial &
Instrument Name Instrument 1 User Name
Acg Method ESI_ACH_75_pos.m IRM Calibration Status Some lons Missed
DA Method Defecto_modifimdo_CS.m Comment
Compound Table
Pl i |
Compound Label RT Mass Abund Formula Tgt Mass | (ppm)
Cpd 1: C19 H22 N2 02 0.B7] 310.16777] 202792 C19H22 N2 O2 310.16813 -1.14
Compound Label RT Algorithm Mass
Cpd 1: C19 H22 N2 02 0.87 Find By Formula 310.16777
MS Zoomed Spectrum
105 [Cpd 1: C19 H22 N2 02: +ESI Scan (0.870 min) Frag=150.0v 14667_DDI_107_01.d
2 31.17505
175 (M+H)+
1.5
1.25
1
0.75
0.5
0.25
308.16773 " )

302 303 304 305 306 307 308 309 310 311 312 313 14 315 316 317 318 319 320

Counts vs. Mass-to-Charge (miz)
M5 Spectrum Peak List

myE Lalc m/x Giffippm)__|Abund ]Formula Ton
311.17505 311.1754 -1.12] 202792)C19 HE3 N2 02 {M+H)+
311.27194 5996
311.33665 10339
311.41604 3191
311.58461 1735
312.17788]  312.17858 -2.25]  41673)C19 HE3 N2 02 {M+H)+
312.26478 2143
312.34159 2165
312.39223 1280
313.18098 313.18143 -1.43 SES6]C19 HE3 N2 02 ([M+H)+
--- End OF Report —-
Agilent Technologies Page 1of 1 Printed at: 12:51 on:10/5/2020
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